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fro 

waf^/tfro 

tut^ii! 5 ] m^mjcfaco i ^ tz \tt *tj^±<7) c d r -^tt^x^ s ^ k 
i famcoisfro 

m^m i i ] m^-mtifov i $ * tt**UsUie> cdr -mm&&* £ e> 

[1*11 1 4] CDR£i£E-#llltt#-t: hift#^ffll^&IS 
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77&o 

[W^Ul 7] CDR££OPi-##$fi?J#-t hiiL^^ffllWI^^IBiHrW 
7^-A7-^i: mtt Sit tt£t M- *5 V> T&MlteGDlg; 

jfc^ 1 7 |B«<^*l#o 

fi*-e&&W;&^ i 8 faSt^iS'fro 

[ffi^IJ 2 0 ] 10, 11, 12, 13, 14, 15, 16, 1 

[M^JJ2 1] ffi?Jft8 1 , 8 2 , 8 3 , 8 4 4 fi 8 5 K^kZ fl& T 
3 J WRM y y-VH 5r## 7^-A7-7lV c 

[M2 2] @e?!i#-^-2 8 , 29, 30, 31, 32, 33, 34, 3 
5 $ tzit 3 6 tl& T 5 / SS?!mf>^>y-V « ###7 

-yl, Il£J:tfIII 0 

[m^M2 3] mm^8 6£fz\t8 7 K&Z tl& T 3 J mm *-£tr * 
V c ^#"7 V - A 7 - ^ IV Q 

[W^U 2 4 ] ffi^Ll^ 45, 46, 47, 48, 49, 50, 5 life 

ti 5 2 k?f3*i*T3 y mse^ij ^r^tf >ff^ VH £##y a y-y I 
, H*iJ:tflll e 

[W*JJ2 5] S£^!j#^-8 8 , 8 9 , 9 0 , 9 1 , 9 2 f tli9 3(^3 

*ls r ^ y m@e?iJ *r-^tp # => ? 4 *f)v v H #W#y v - a y - y iv c 

[1^®2 6] eS?!l#-^5 9 , 6 0 , 6 1 , 6 2 , 6 3 ifcli64t^$ 
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o 

[mMm2 7] E?itf9 4 , 9 5 Sfct±9 6 K^cSti&T 5 JWRm* 

8] S»f 10, 11, 12, 13, 14, 15, 16, 1 
7, 18, 28, 29, 30, 31, 32, 33, 34, 3 5 £ felt 3 6 <DT 3 

[MtJfcg 2 9 ] Se^U 8 1 , 82, 83, 84, 85, 8 6 i ii 8 7 

[fff^U 3 0 ] 45, 46, 47, 48, 49, 50, 51, 5 

2, 59, 60, 61, 62, 6 3 £ tz it 6 4 <D T < J WWM* 3 - K"T &JMI 

[1^3 1] fiyjff 8 8, 89, 90, 91, 92, 93, 94, 9 

5 ifcii9 6<dt^ ymmm*^- F-t&mmztitzmmfr^-o 
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mm mm* mm] 

[ 0 0 0 1 ] 

1998^4^28 0#»taj®<^>*a'KttJffi#-^6 0/083-367 
[ 0 0 0 2 ] 

(MM) 

(4 M:* v> T&MCtetfX&T bTt^y^n-^ (m A b ) KM 

[ 0 0 0 3 ] 

(fMft) 

S^-Y^'J K-^t4l?Wo lUmAbli, t Y MgKlkXLtzWi&K 

«rt h^-^^fevfr (HAM A) *M L ^ & £ t & X < & h *IT ^4 0 

Mt&Sc**, l: MSmA bO#g^«fl1££fiy$L3:j&**>, £ hK& 

@#fFH 5 5 8 5 0 8 9^;l5 6 9 3 7 6 1-t; 5693762 ^ «fc 5 
2 2 5 5 3 9-^H|S^S*LTV»&S^*#MOii:o 
[ 0 0 0 4 ] 

«£ crea^ffl^^SllJ* (CDR) *Syg#£«jfc#l: fCDRtf!tl>i 

coifed ^Oft^C D Rffi4fi:^^ti 7 1/ - A 7 
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> C D Rf£fiI77fef3:, tfVHfeJ:tFVL7V-A7-^ii^^«fiJffl-Ci 
[ 0 0 0 5 ] 

o 

^ISW^t) osn^sgfliji, E^a#-f-i 0, 11, 12, 13, 14, 15 
,16, 1 7 * jfctt 1 8 l^Sft&T^ y KEyHSr^tf^^^^^- VHS^# 
7U-A7-^ J , TI *3 «fc l^IH-e^So 

3M&K<^<> 7 — oS!l<Z>!&l$WU BS3W^8 1 , 82, 83, 8 4 $ it 8 5 
^s r 3 y mee^J^tf^y^y v~ V H^##7 a y - y iv-e^^ 0 

[ 0 0 0 6 ] 

*|&W<^<> 7 — ^Uo&^te, gB?!l#-^2 8 , 29, 30, 31, 32, 33 
, 3 4 , 3 5 t t:\t3 6K7jk2fl&T 5. smmm*&ir?->'*>V-V k g&fc 

*^co4> 7— 3S!I<^3S»Ji, E^J#-^8 6 ifclis 7 ^£ti£T^ ymSS 

7 — om<Dl8itft\*, mM^4 5 , 46, 47, 48, 49, 50 
, 5 1 ±tzl±5 2 ^StL*r^ y SfcBBM^-^tf y^f JW HSW#7 l— 

*|&K<^'*> 7 --^SU^BIifi, EMf-f 8 8 , 89, 90, 91, 9 2 ifcli 
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[ 0 0 0 7 ] 

*%m<F>% 0 ~^]<D3M\±, W$m^ r o 9 , 60, 61, 62, §3$tz\± 

sM&M^fc 3 — oSll^TffiflUdU E^ft9 4, 9 5 4 fcWt 9 6 KmZ tl& T ^ 
J mmnt^tf *ffiM K ^##7 V - A 7 - ^ IV-C& 4 0 

^H^CO? fcfcfc $ — oglJ*>Sg;HUi, Se^l#^- 1 0 , 11, 12, 13, 14 
, 15, 16, 17, 18, 28, 29, 30, 31, 32, 33, 34, 35 

t tzit 3 6 cor^ /m^3- v-rz&mztitzm&tt-z&Zo 

*&m<OZ hKi> $ — o^lJc7)l#{i, ffi2?rj#^8 1 , 82, 83, 84, 85 
, 8 6 4 £f± 8 7 CDT 3 /SE^J^n- K1" *Lfc««^"C*4o 

*ftlO? 9 — oMUcoi^ti, @S^lJ#^4 5 , 46, 47, 48, 49 

, 50, 51, 52, 59, 60, 61, 62, 6 3 i (i 6 4 CO T 3 J ^SB^iJ 

^^co? f>H4> 9 — ^SlIOjffiflMi, E5!l##8 8 , 8 9 , 9 0 , 9 1 , 9 2 
, 9 3 , 9 4 , 9 5 t fc(*9 6 <DT ^ S mWZW* ^ - F1"i#«l3 *Lfe««^ 

[ 0 0 0 8 ] 

) , :£TGDflj2fft7fi, *3t^4>+^^||^ai*LTV»4 =t ? tHftW^fc «fc »9 # 
SL^fBjt^^a^e&SI^Ji, Nature 302:575-581 (1983) 

SF^^Xi, VHfc.fcU'VL £#StU — lifctf *J Si ttT, ifiHC^ 

fEft^Mt^o jtfS^^V^ti, VLK^Xi, -t^Ulo^a 
ScLfcVLfiirtfc^fife-*-*, V * * fcttV 1 t J * tfc\± J 1 2®0 
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*{5^-fe^^ y y K X oT3- KStL4o Hfiftfc, VHF7-{>li, — It 

LT lo<7)^L7tVHHi££Bfifc-r&, VH, D H £s J: J H <7) 3 ISoitte^ 

ifcttV"!, J*ifcl±j"lt. VH, DH£s «tU r J HOM*S)|*^^i:J: o 

H & & #£#5^? is <t t^-e (?> L fcSES#M1&<^teSfco £ & ffi T ^ It -e 

[ 0 0 0 9 ] 

? >/^7 ®i^;v-e(±, #E«l*3=t o^^covH^ F;*>f kfc 3o©c 
DRi:&l?tl4o 3 t 3 o^)g«oC D R li-iltt*f I fii *l, ttB 

, 4f IttJH, J * SfcW: J 1 a^-b^pt ^ffi*-e^J 0 fct, N-3fc 
SB^t><^7 V— A7-^£ «tl/C D R^MIM, 7V-A7-^I, CDR 1 , 7 
V-AV-^H CDRH ^^-^y-^III^ CDRlH, 7L^-A7-^W 

> vWUtte^*^;* > Mi J: oTn- K£ a ; c D R vHitfe XV s ] m 
i&Mitt-ty* y H:ioT^T3- K3*i; 7 V- A 7 - ^ IV(± j atfe^-fe 

y h^^tn- KStiio 

[0010] 

i:tfflv>4 r*nI#J fi , n 7* V 7 *s J: O'&ffi^ n 7* 'J 7 S#IS 

, Fab^ Fab'ifciiFCab'X^f^v^o 
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rr^n^J }4, >3?^r< t<) 1 ^00 r 5 y Bfc-C&fli 3 *lTU>4 T 3 J WMM^ 
[0011] 

h<DCD R Srffll^IWSr^t: WA7-^ fcfMBT*o iff 4 L < 

(4, #n hffiftMS§#-7 V- A 7- ^ i41B1H:#Ji& fe<75-e*>& 0 
f Kit fB-ffi:#m^ L-9* JVS##-7 V- A7- ? f4^> • fn^nfV 

7^ (Pan troglodytes) ^ . .3, (Pan paniscus) l^i^'Jy • 

r/ij 9 (Gorilla gorilla) ^*"C* * o 4 L < ii, > rc> ^ - <7Vf > 

. hn^nf^f^^i, 4fc, IH Iff ;i/$§#7 v-A7-^t^itv> 
o ftfc#F4L<}4. IHiH:#^f;V^:##-7 V- A y-^te^tf* (Macaca) 

£ o * - if -i °f JU CO -7 # * -y;tjV^ (Macaca cynomol gus) tfgft \z £f 
£ L^ 0 

[0012] 

Ay-^ (VH) 14, E^f^l 0i:^^tiS7V-A7-7l, II^J^IHt 
^CPVH4 1-1 2 ; B£?!l#-*|- 1 1 ^ ?HI,7V-A7-^I, «fc in 
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r ^ y mmmte x vmm&-% s 5 ^ £ *iy& y v - a y - y ivy ~ / mmm 

t^CPVH4 1-1 ; @e^J#^ 1 2 C^?^ 7V-iN7-^> II^s J; c^m 
T 5 yMBB^ISr^rl-* C P VH 4 1-4 ; WM^^ 1 3 7^-A7- 

yi, n^io'iiir^ ymnmz^r&c p vh 4 1 - 7 ; ae?rj#-^i 4 n^s 
jl£7V-A7-^i, 11* j; 0*1117 = y MB^J^-r&c p vh 4 1-8 ; SB 

^•8 1 i:^?*L4 7 ssnmmtt-rzc p vh 4 1-9 ; @s 

1 6l^$fi^7V-A7-^l, 11^ j; V III 7 3. y &BE?iJ£ J: 
t8 2 K&ZfL&y l^-A7-yIVT^ y ffiffi^iJ=£:Jti-S C P VH 4 1 - 1 0 ; 

1 7I^?*L471/-A7-^I, Ilfc J: UHII7 3 y #32301 4 C 

PVH4 1 — 1 8 ; mm^l 8l^?ti^7V-A7-^ I > II& J: t^UlT 5 

y mmis x wmmtt 8 4c^?tis7v-A7-?iv7?7 mse^u 

C P V H 4 1 - 1 9 t*4 0 
[0013] 

#i:|ftL^f7^7y- (sty • fD7nf^ft7) ^ /WMJ^y 

v-Ay-y (Vk) »i> E3f!lff 2 8i:*3*i47V-A7-^I, J; 0*1 
II T 5 7f^J5:tt^ CPVH6-1 ; SE?ll#^-2 9 y V- A 7 

-y i, iijaj: 0*1117 3 /WJW^ cpv.46-3 ; @e^u«3 o ^ 
sti^yv-Ay-yi, n* x 0*11173. y SIK^J£^1-& CPVH6-4 ; 

nm^3 in/T?tL^.7v-A7-^i, n*3 ii/iiir? ym@e?u£;t-f-&c 
pv * 4 6 -5 ; B£?«^§-3 2 i:^s*i4 7 v-Ay-yi, h* <t 0*1117 = y 
mse^j* «t o f E?!i## 8 6 Kmz tiz> y a y - y ivr * y m@e?ij£^T£> c 

p v « 4 6 - 6 ; BE?!l#-^ 3 3 K^^fo, y v- Ay-y i, n& j: 0*1117 = y 

pv^46-7 ; E^!i#-^ 34i:^^H7i/-A7-^i 1 «t 0*1117 ? y 
BfcBB?!l CPV«46-8 ; WM^t^ 3 5 *i4 yv-Ay-yi, i 

I* <t o^iii t = j mmn*^~t& c p v K 4 6-ii ; 6 testis 

yi^-AV-yl, II j3 <fc 0*IH7 5 y &E?ll CPVk46-14 -c&s 

o 
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[0014] 

-y (VH) li, E?(frt4 5i:*$ii47WA7-^I, Hfe <fc V s HIT 5 V 
MSB^Jfe ot tr@£$f[(#^- 8 8K*$*LJ67V-A7-^IV75y mBB^JSr* T Z> C 

Y V H 2 — 1 ; BB?lJ## 4 6^3*L£71/-A7-?I, Hfe J: tfHIr 
@B?!li3 J: trge^U*-^ 8 9 *l£ -7 V- A y-y IV T 5 y gSK?!l*^ri"£ C Y 

V H 2 - 3 ; 4 7C/^?tU7V-A7-^^ Hfe «t trill 7 5 7 Bfcffi 

yij*«to f ffiy!i#-^9 o K^stt* 7 v-a y-yiv T ^ ymsB^j^^r-r^c Y V 

H 2 - 4 ; ffi?!l#-^4 8 £5^3 *L4 yy-Ay-yl. His «fc trill 7 == yfg^j 
&£V s mm$r-W9 3 i:^3*L471/-A7-^IV7^ /»JW^CYVH 
2 - 5 ; m?m-%4 9C/7?tL|,7V-A7-7l, Hfe «t tTlIl7 5 7 MK^O £ 
J: 0*SE?!l#-^9 1 C^?*l4 7 1/-A7-^IV7 5^SE?!l*tt4CYVH 2 

- 6 ; ffi^i#^-5 o I'^^tt^ 7WA7-^i, ii* itriiiT^ ymss^j^^- 

tSCYVH2-7 ; @£?nj#-^5 1 fcjgSS *l* 7V-A7-^I, life J: triH T 
^W^tt^ C Y V H 2 - 8 ; @e^ll#^-5 2Cg?|LS7k-A7-^I 
, life J: 1/ HI T 3 7 Wftmts «t 9 2^?*1471^-A7-^1V7 

5 ^9£?iJ*tnCYVH 2-1 0-e*^ o 
[0015] 

#KJF*U»*~?^f^ (-7*^ • -yy ^&;v^7>) ii*7Afifit7V 
-Ay- 7 (v*) 14, @e^iJ#-^5 9 K^Zti%>7 y-Ay-^l, n*3 J; trm 
r ^ y MSS3nj£^i-r& c Y v « 4 - 2 -c* ij ; 6 o tc^s ft* y y- a 

y-yi, ii£> j: truly ^ ;WlWM& <t trgB^j*-^- 9 4 c*H47i/-A9- 
yivy^ yWJ^WCYV * 4 - 3 ; l fc^Sfr*? y-Ay 

II^j;^IIl r 3 7»J^ttSC YV « 4 - 5 ; SB^J#^-6 

ti^yv-Ay-yi, ii£> x triiir ^ y mgd^tlfe «fc trge$ij## 9 5»-^3*l* 
y y- a y - y ivr 5 y gfcBB^ij CYva-6 ; Se^y#-^ 6 3 ^ £ *i 

&y y-Ay-yl, His «fc truly 3 y MMB^U £ JCYV * 4 - l 0 ; Se^U 
6 4t^*L47WA7-^I, Hfe i truly ? y mSBTUfe =fc trgBTUH-^ 
9 6 y v-Ay-^iVr^ y m^y^l-^ c Y v k a - 1 1 



(12) 



002-512776 



o 

[0016] 

WM^^r 10, 11, 12, 13, 14, 15, 16, 17, 18, 28, 2 
9, 30. 31, 32, 33, 34, 3 5 £ tz ti 3 6 <D^- y V v~ V H 33 «t Xf 

v*$$*7i/-A7-^i, n^iofiiir ^ y BtEyrifc-fctfE^j^s 1 , 8 

2, 83, 84, 85, 8 6 $ 14 8 7 COT V - AT ' - ? IVy ^ y mSB^J £ 3 - 

, 46, 47, 48, 49, 50, 51, 52, 59, 60, 61, 62, 63 
ifcti6 4 O^-^^ff^VHftiW ^$#7V-A7-^I, Il^iOfHI 
7?y»J*J:WJff 8 8, 89, 90, 91, 92, 93, 94, 95 

[0017] 

*iffl»*i:fe«(OVH^J;O i 'V ff tM7^-A7-^^3 - KT&iiMiS 

3 >MT-CDNA@^it^^ X-^-i itLf>BByiJ«r^tfo T.Maniatisf, 

Molecular Cloning: A Laboratory Manual, Cold Spring Harbor Laboratory 

(1982) 3 8 7 - 3 8 91 &&m<D £ £ o J&>j8>* -X h T J > v ^ > h -f 7* 
U ^-tr— > 3 >#fe#<7)— ffiUi, 6 5r, 4xSSC^Wy , J^4f-'>g 
1B#M6 5TJ-C0 -1 x S SC«n:iit^o SUffit Lt\ 

h 'j > y s > h &^-f -ff--> 3 4 2 r-e 5 0 %*jva 

4xSSC-e*fioffiL<li, rtL^»©M^ T ;f>fXt4DNAS 
it^ 47V-A7-7l±, IHtfl^ Lf^ifclit^VH^J: XT V L fit 
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[0018] 

tt£«fc^l£^tfr;7j^ (binding kinetics) ft4M#tf tiHt^ J: 

C D R £M«IS:## 7 V - A 7 - ^ \zmt L T# £ ft KW"*KS $ f± 
> f?Ux_ff\ Protein Data Bank^ http://vwwv.pdb.bnl.gov/pdb-bin/pdb 

domain^ ft £ &ftlO©L#*iSfltii»-3£-^ < H^TC^-f^^^f K «t ^Tffi^ 
£ft& 0 SUffitLT, ^#Sl#<t)3 ^n°^-^-?f^H^C7n^x;v^, Ta b 

MJ (Oxford Molecular, Oxford, UK) & i^jgfi±A#oTf£& V "7 h 7 x 7 1- 

, CDRSI<07 7> ■ f>- (van der Waal s) g^$EHt*] & 

<7>-C&&j&\ W^^LT, J lil^ttfflS^ffl C <t ^ T C D R^S fflS 
f^M-Cgt*4)0-C*%^o Wft4ft7WA7-? (CDRSft) ®3£fi, 

[0019] 

7* ;v*Jt£{i f x -fti<o ? v - a v - ^ ^S^^iiii^l < HI 3 tt s 

mjESg^ < oa*4fc|±-*-^T*, *@#ffH5 6 3 9 6 4 

ft«^^tft^ffi|w|^i; h v flirt e>*a>£>HU4fciIfc**> ^cot^i--s»i £ 
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i&K&&Ztl2> 0 t: J^^flMti, IgG (?7^-f7 , l^^L4) , IgM, 
I gA^itFi gEor^t fM^n7*'J >^ 9^*3 J; em v $m >*>p>S 

KtiSo ?-m>ife<7>i&T*i>tzh-tmmfei%m£K$ 22s p^ej* 

L 2 3 5 E (PEil) ^H£^*tf I g G 4t/^^ytStl fzMMX^&o 
5 6 2 4 8 2 1^*^5 6 4 8 2 6 0 ^£#J!ft£> £ t 0 
[ 0 0 2 0 ] 

x/N^^^-ipm, c o s * 7t{i#fijK#fflia^^ia^^a±ffliap f =j-ei^^3Ea 

(co- expressed) $ ttS 0 # ^ tlfc tfC^L^, *®StJ 

^#V«m, S^[R]'I4P C R'ffi, 1-^^*., #tfSfiI«cDNA7^ 
X 9 'J * m^-mm<DM *> &ft L £ S## 7WA7-7i:ov^ Ttft £ 7? 

tffllW*^- 'J^^Wf KPCRT"?^?- ( C — 3 'PCR7"74'7- 
3 'PCR7'7'f7-(i > oWT\ i 9 LT# h fiti$¥ ^ hMft^gy V- 

a 7 - ^ ingBM gosmk^o^ Tisff -e g , ^ * -mmm 5'pcr7'7^7 

- t — mK7t$k<D c DNA^-i" 7*5 T J c7)[I^tP C R±iipM^^fl|-e|: &-c&£ o o 
P C R±gi|JS?)|ft-7 ? > Kj^£>#£>;Hfc c D NA ^ n - >{i^#:JrL#;tS4iffi 
^L^7V-A7-^Ii3j:EFlIIffi^£^rU 7V-A7-^n|i, [^fSftcSfi 

[ 0 0 2 1 ] 
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mmm i 

£l-&fjL#£^tr£*L^JM,£TR I zol^ (GIBCO, Gaithersburg, MD, USA 
[ 0 0 2 2 ] 

3'Cgl afe^-#^fl9^9^"^-S:ffl^Sijt#<^yn h =r ^KIEflifctfco T 
> 77V>RACEffi (Clontech, Palo Alto, CA, USA) LT, ^RNA 

^^>/^-x-S$tVlIi3££^ Wb Ltzo RACE PCRiflS^, JH# 
^tL^Tv^ ?©DNA/r/ K^T^n-x^JV^^^D ^ L, DNA^fgLT 
7"7 7^^ F^^^-i:7 0->{tL^:o iOc DNA7^7 , 7'J < <7)Bll / flII<7> 

/Oy-VHc DNA^D-/4 1 - 1 2, 41-1, 41-4, 41-7, 4 
1-8, 41-9, 41-10, 4 1-1 8^J:0 ! 4 1-1 9^^4tSS2?!l 

^xifm^^y^^Mm^^it^fumm^i, 2, 3, 4, 5, 6, 7, s 

£J;^9 i:/Tto ><DJ&*feV H«<7)|j|-7 5 7fW^CDR 

m@B^iJ, T & >b , CPVH4 1-12, CPVH4 1-1, CPVH4 1- 4 
, CPVH4 1- 7, CPVH4 1- 8, CPVH4 1- 9, CPVH4 1-1 

0, CPVH4 1-1 8i3«tt) f CPVH4 1-1 9 £ Z fl^'timn^ 1 0, 1 

1, 12, 13, 14, 15, 16, 1 7 £ <fc Tf 1 8 1^1" o iftk^n-xa 
7l/-A7~^ IV£ 3 - K"T & H±i£cr> r 5 y &BB?!I CPVH4 1- 9, CPVH 
41-10, CPVH41-12, CPVH4 1-19£J:O f CPVH 4 1- 

1 ^^-tt^tL@e^iJ#-^8 1 , 8 2 , 8 3 , 8 4 £s «t 0 1 8 5 t/^to 
[ 0 0 2 3 ] 
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MN-*»^f>;r/y-VHT5 J mWM& «fc X/ C D R 
19 2 0$£— 3 ftfc^X'r'f Sequences of Proteins of Immun 

ological Interstc^Kabat^ — ^ 7; (ftp://ncbi .n~lm.nih.gov/repository/k 

abat/) «3>ea.-^-fflra^|?H*»t*IEMffi?nifcLT«fflLfco 

4 1-1/HHC20G) £ J: Of 9 4 % (4 1 - 1 0/HHC 2 0 Y) HQ c^Se^U 

[ 0 0 2 4 ] 

[3c 1] 



l 



















41-4 


HHC10X 


88% 




41-9 


HHC10Y 


92 




41-18 


HHC10D 


84 




41-1 


HHG20G 


76 


II 


41-10 


HHC20Y 


94 


II 


41-12 


HHC20G 


83 


II 


41-7 


HHC30T 


80 


III 


41-8 


HHC30T 


79 


III 


41-19 


HHC305 


82 


III 



[ 0 0 2 5 ] 

j&mi, f-^/^/y-^i^iibVH m&. m <d±w<d mm m— 7 6 * j: a* 

95%Wi:*»), ¥#J HO— 8 4 % * £ *5g* L fco - ^H&fc&^'t W 
, f > ; r/ y - 7 > ^" A V H 7 ^ / 7 'J ^ ? f> C f > 7' 'J ^ ^ L > -to^^^-e 

[ 0 0 2 6 ] 

nmn2 
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<f-y^yV-V !cmM(D^yy^ c D NA ^ ^is J; 0Wll7>#f 

> V7V>RACEft (Clontech, Palo Alta CA^ USA) ^fffltt, ^>v*> 
^-giftV /cfM^^RNAJ: *) ?u-ylkL,tz 0 RACE P C RifHI^, ^ 
ft*:^: § $ <DD N A/"? > K £ T JTu - 7, r^frh® >9 ffi U D N A fr^m L 

<Dmm v * mm ?u~y*^ttti\ mm &m km 1 9 y v a k 9 # £ l 0 

fWf>y-Vf cDNA^O-> 4 6 - 1 , 46-3, 46-4, 46-5, 
46-6, 46-7, 46-8, 46-ll*3«fctM6-14 OS^fc^Bfcffi 
#1* <t^*i5E^ V^^MBB^ISr^-tL-etLE^J## 1 9, 20, 21, 22, 23 
, 2 4 , 2 5 , 2 6 $3 XV 2 7 K^k-to £ ft S> * n - > ?))&*& V * Hi*£>f&— T 
3 ym@e^J^«b, C D R III<7) P^ji® 8 8©iro^3*Lfci/^f>f >J?I£ 

5- rwfiirtoT 5 ym@2M, l-£fr*>, CPV4 6 - 1, CPV46-3, cp 

V46-4, CPV46-5, CPV46-6, CPV46-7, CPV46- 
8, CPV4 6-1 l*J:^CPV4 6-14^ftlfWJff 2 8, 2 9 
, 30, 31, 32, 33, 34, 3 5 £ J: 3 6 KtfTo Zflt> ? n - y <D7 
V-Ay-^IV^^ - Kt4f«©75/tE?!lCPV4 6-6fei(J f CPV4 

6- 7 4r-€-*L^P*LE9!I##8 6 da «t 1/8 7 i:^to 

[ 0 0 2 7 ] 

M-*SfcJ:M8 8 <Dm~<Dtf&2fitiiZ/XT4 y&&&&tr*ys* 

> V /cHi^fc-C, T ^ yfU^JVT6 8% (46-4/HKL31 
0) J5j:tf'97% (46-1 1/HKL106) M^EyiJEI— tefca* Lfco ^> 
V *Ky!K4 Kabat T r ^^^^XK^ttJ3*Li KhV* <E>JD£lfe4& 
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&z.t ^tt, l^o %k*)<r>2 jg^> t>v c -^-fy^--/ (V * His ct V s W k IV ) 

i?2 



^ n — V 








46-1 


HKL10C 


85% 




46-3 


HKL10O 


91 




46-5 


HKL10O 


91 




46-7 


HKL10O 


81 




46-8 


HKL10N 


90 




46-11 


HKL106 


97 




46-14 


HKL10O 


92 




46-4 


HKL310 


68 


III 


46-6 


HKL310 


96 


III 



[ 0 0 2 8 ] 

# ~ ?4*f ;W Ht^7^fA c D NA^ «fc CFBB^iJ^ 

VJ^)VifX) frhmUL/Co Wk^CD-fu y a jwi jEBgKtfcv^ 3'Cgll 
f^##|lft:/9^-£ffl^, 75y>RACEffi (Clontech, Palo Alto, CA 
, USA) ^ffflLT, *-?-ff^i«Vf«*^RNA J: »9 ?v-yftLfco 
RACE PCRJfifS^ fi$*L4^S?©DNAA>K*7^Tn-XW 

NAy'f 75'J (i # < Oilier) h V n - > *^tt£^, SB^U^ff^M L 

5>nf8fltaKU, A-MfiWHc DNA^n-y 2 — h 2-3 
, 2-4, 2-5. 2-6, 2-7, 2 - 8 $3 X 2 - 1 0 <^^^4^tSfcE9!l* 
«fc cmSe* >^^^®BB^I*-e*L-rtLBB^J#-^ 3 7 , 38, 39, 40, 41, 4 
2, 4 3*itf4 4i:^t, £ ft- t> ? n- > <r>WL$kV H««»-7 3 y *B23ni 
0>k C D R Illfo PcojiS 9 2 0«#?*LfcV^-r^ >j$Si"C©ftt?) 

T ^ sWffim, i"^^*>, CyVH2-l, CyVH2-3, CyVH2-4, 
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CyVH2-5, CyVH2-6, CyVH2-7, CyVH2-8i3j:ffCy 
VH 2 - 1 0 £-e*L-P*l@e£!j#-^4 5 , 46, 47, 48, 49, 50, 5 1 *3 

mSB^iJ CyVH2-l, CyVH2-3, CyVH2-4, CyVH2-6, C 
yVH2-10^J:lJ f CyVH2-5H^EMff 8 8 , 8 9 , 9 0 , 9 
1, 9 2 33 X If 9 3 t^To 
[ 0 0 2 9 ] 

£ lEffi 9 2 <7>f$— a>flfc£ £ 1/ 7 7- 4 y Kabatf - 

o#I^, flUMl^hVHiHK', r^fM^6 2% (2-6 
/HHC20E) ^^^8 4% (2-5/HHC20F) Hfl ©E^ — f££^c L 

Jim s at, #~^>f f^vHw^- > u-ii^* < t 

[ 0 0 3 0 ] 

[|?3] 



















2-4 


HHC10Y 


83% 




2-10 


HHC20G 


83 




2-8 


HHC20F 


74 




2-6 


HHG20E 


62 




2-5 


HHC20F 


84 




2-3 


HHC20F 


75 




2-1 


HHG316 


71 


III 


2-7 


HHC31C 


81 


III 



[ 0 0 3 1 ] 
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i@^c7)^#V H|gi*l-*Jgt SrSKi-**:*^^ V 

[ 0 0 3 2 ] 

#~^^f;W ff fit07>^A c D NA^ n-^>^£ J: OW^#r 

, (Clontech, Palo Alto CA USA) MLT, 

?>R NA^f> # -f ^fJVgtflV *^:tt£^n- j/ffcLfco RACE PCRif 
1st, fiS^I SWDNA/O KSrT^rn-^r^P)-©*) tUL, DNA 
^igLT7'9X^ M^^^H^n^^fhL^o -60 c D NA 9 -f /5 'J ii# 
<<7>#J#<alS«V *^tt*n-;/ ge^J^K^ L v > ^ A 6 IE £11 
I^L/co *^^^f JVVk cDNA^n->4-2, 4-3, 4-5, 4-6, 

4 6 - i o 33 j: cm - 1 1 <D&-£%&m.mm&£v i mfe9 z"*?Rmm**:*L j e 

53, 54, 55, 56, 5 7 £ «£ V 5 8 K^To i|L^O->« 
fifc&V * t«©S-7 5 y Si^CD RlH^^i-^^S8 8 3 
*LfcV^-r>f -V<D^M<r>T5. J HfcHB?!U CyV4-2, Cy 

V4-3, CyV4-5, CyV4-6, C y V 4- 1 Oi^^C y V 4 - 1 1 
^^tlfWIff 5 9 , 6 0 , 6 1 , 6 2 , 6 3 & X Zf 6 4 K7jk~t 0 ZHh ? 
D->«7V-A7-?^3- Ktif^T^ySfi^C y V4- 3, C y 
V4-6J3J:U f CyV4-l 1 ***l-e*lBE?!l##9 4, 9 5*^0*9 6 K^l" 

[ 0 0 3 3 ] 

tfV «t«i> T 5 7iV^JV-C7 3 % (4-1 1/HKL 1 0 
S) * J: 0*9 4% (4-3/HKL 4 0 0) W<*>£?!lH-H££3F Lfc„ *-^>f 
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•*f)\><r>V k WMifi^^M.^^- ?^<-xKM>bti& kl-V/t <o$z%yg km%2> 

c c D NA 75 U £3 >7'J >7 L, S^tfV« 

[ 0 0 3 4 ] 

[H4] 

^4 









V K-y-flfA^--? 










4-6 


HKL10L 


80% 




4-2 


HKL10Z 


83 




4-11 


HKL10S 


73 




4-10 


HKL10F 


93 




4-5 


HKL209 


86 


II 


4-3 


HKL400 


94 


IV 



[ 0 0 3 5 ] 

[ 0 0 3 6 ] 

5 

9?hK->f>^-n>f^v-5 ( I L - 5 ) t/L# 4 A 6 « isi^VHl 
S#rFSf§ 5 6 9 3 3 2 3^-£#M<7)££o 
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6co@S^!j (Be^!l##6 5) Sif^A^y-Ma b C 1 0 8 Gfrt><D&&ft&Lfo 
mmV k W£ (MoT . Immnol .32 = 1081-1092 (1995)) (BB^J#-^ 
6 7 ) fc-JfJUM^fco ^f£?)V * 4 A 6 ti^S 1 0 Ctt^^^^tt-I)^^ 

> E^JoMtf-ett^ffcitfc^r-Y v -f&WXLtzo C D R^SSrKabatt,^ Seque 
nces of Proteins of immunological Interest^ $$4^ ^M&^i^^k^, 
ISfetffi^ ( 1 9 8 7 ) CioTSi? ti& rt < ^Slfco 

[ 0 0 3 7 ] 

C D R$i^^^#^S.t?1-e*% ? 7 V~ A7-^a^^^^^/L#IS H B H «^ 

> &><fcV K 4 A 6 *s J: tfV k c 1 08 GK^ + a^JfctSf U V « 4 A 6 £ «fc 
tCV.Ci 0 8 Gffl-Cl^S^fS-iiLf; (HI 1 , SEP) 0 VHA6 ( 
W&QtifiM) OCDR*J:0 f «»U7l^-A7-^SS*e»3-&, V*C1 
0 8 G (^#45l#0 0*HESi"*^S*11»Lfeo Kfh^TLfc 4 A 61IV 
«£@B?!j#-^6 8 H^-To 6 IB 7 V-A 1 ^v^L4 

Mffi4»VH4A6 (SB^U#-^6 6) (?)^j^f >A>y-Ma bC 1 0 
8G (£^f^6 9) fi*<75$3gF#SL#E«V^«i:— ^rj^^fce VH 
C 1 0 8 GOCDRIH^I omMM^^t < , VH 4 A 6 CDRin^|4^ 

[ 0 0 3 8 ] 

^fcVH 4 A 6 feiVVHC 1 0 8 G Wffl<T> h itm. U VH 4 A 6 £ J: V 
HC 1 0 8 GM"CM**W-^>f£1i*«»U7t: (02, SEP) 0 *&Ct\ VH 4 A 
6*J:^VHC 1 0 8 GH"Cl^S 1 li^W^CDRiM^I^LTl 
SftLfco VH4A6 (#-5-#tfi#) OCDRiJ«t«lfcCDRitt7V-A 
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v- vhcio8g Kttm-$-&nM 7 £nmL 

!/-A7-^^l«2 7 , 3 0 > 38, 49, 66, 67, 69, 71, 7 
3, 7 8 teXXf 9 4 -elSft^^U'R^^tL^o 
[ 0 0 3 9 ] 

is ft 4 a 6 t*^#K<&&o^ffi£^ LTM,w-c3sm-c§ &o ffif^fi 

i*\ ^&f£lt4 A 6 VHisi^V^it^n- K-f & li^^Sv^^^ V =f 

[ 0 0 4 0 ] 

^^^116 

B9ltW<7)ri:< ig;ft L fc c te^ffifcfoV ^9^)7^ mSS^iJ (SB^iJ 

72) Srifrteco g #<7) ^ > y ~j - v * t mm t , lasergene^ n 

TMEGAL I GNJ (DNASTAR^ Inc.^ Madison^ WI) ^fffiLTa 
> ti a - 9 -mmk^MXz. X o TBS^HIWI— t£<9i!|^£&5E Lfco * n - > C P V 
«46-3 (BB?!l#-^ 29) £J:a f CPV*46-14 (@e^J#-^- 3 6) £ , B 
9{£^#V * ^MLT#,ScO^#ffi^J?Mt4 (7 7%) ^ >v*> v~ V 

tlHt^i: Lt^gL/: 0 CPVH6-3 £^##7 ^-A7-^Ht 

[ 0 0 4 1 ] 

c p v /c 4 6 - i >/oy - j « jtf^^^v > h mm^9 
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7) *&nfcy V-k. ry-?Wt UMLt, tt^#V * B 9 is Jitf^ttC 
P V k 4 6 - 3 , C P V * 4 6 - 1 V ffiiH tt.^* ^^7l/-A7-^ 

JfM^V * B 9i3 itfC P V « 4 6-3**8 1 %^MB^!J 1^—14**^^"* 7 W-A 

o 

C D R^t^l^SKL^ £ 7 V-A y-^^^*&^c7)in:#;^ H B H #^H^ 
■cK H^^r^v^K J: oT^gLft, &^7tV «B9:feJ:O f CPV/i:46- 

3 @B^U<7)W-ecO, £OCD R-^&#£>5£&£Jfc«ifU V « B 9**0*0 P V * 

4 6-3 WfM44»ltIlll3ii4^ofc 8 ftoT, V*B9 (^#in;#) O 
C D R?Ht*<&W$ CPVH6-3 ($##fjt#) OW-JEBi-43!|^*flife 
Ufco CPVH6-1 ^7 V- A 9 3g®oT^M<7> 

«^-7 3 i:^t„ v-a v~?mm±mmmnmmm^umzfrt£ 

[ 0 0 4 2 ] 

fcJfc«ELfc 0 ^n-7CPVH4 1-18 (ffiyTJH^- 17) 9ft 
V Htfl cD^#ffi^Jmt4 (58%) ^tnf>;Oy-VH t L 

CPVH4 1-1 OOf >A>y-JHllS?-b^^>h f£?iJM8 2) * 
§§#7^-A7-^IVi ; LTMLfco ft4#VHB 9 * J: Cff >s*> 

C D R^^Kabat^^ (|fjf|) =fc o ft* r t < |W|5t Lfco *S 

f liVH B9*3<tO f CPVH4 1-1 8# s 6 5 %<r>W&m — 7 V- 
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-To 

[ 0 0 4 3 ] 

C D RH^fcSMf & 7 V-A v-^^^^^fr^ H B H |t^^S 

o'< H^tc^t^V^H J: oTrasfeLfco — V H B 9*<t^CPVH 
4 1-1 8ffi^©iT\ i©C D R-«ftft#<Z>3$a££Jfc«U V H B 9 & =fc TFi~ 
y^y V-A 7 - ^ Hfl-e^&& -by h0 9-IH0382s£lIfiLfco 

4ttfVHB 9<aCDR*3J:tf«»Lfc:7l'-A7-^g£&»3-fr, C P 
VH4 1-1 8 (§##f/L#) ©Mt^flS^IlLfco itC, CPVH4 
1 - 1 0 7 - ^ IVgB^il * B 9S«BrS5^*<^*HS1"4 "7 V- A 7-^ 

^StfftLfc, Set^TLfcB 9MiftVfg±i££@e»^-7 4 K^To 9M 
(7)ft4#7WA7-^»> ft 2 4 , 27, 38, 48, 66, 67, 6 
9 , 9 3 £ «£ V 9 4 T\ IgltmiloT^IMl^^ HfiMSS ^fc 0 

[ 0 0 4 4 ] 
*Jfe^!)7 

^Ittjt4 y y- v x ) >ty^n^t ;v?jt#co§&m^ «fc tWSMfc 

0 ffii^c(4, ^4EttB 9 VH*3«fcO f V K-r&itte-^Srgv^^ 
#ij rfja ? K^t>je*ST, I g G 1 , ArfcL#5E#^i**-g-tfig^^*^r 

«Bfl&l&3S^ ? * - Sftig t fc„ l&m^ 9 9 - 14, * * 7>f >#te«^fl9^ - * 

>X7i^->3>liK^B9 (CPB9) ^m*3l§j^L^o 
[ 0 0 4 5 ] 

C P B 9 ^ffl#ft>B^1§:£JslT<Z> < tc^co^X =• B 9 ffifc<Dm§i t itm 

M%&frh(Dtgmm-tm$ 1 Kftfe-r& CPB 9*n;#£, ORIGE N&ffi (IGEN I 
nc^ Gai nthersburg N MD) £ &m UH^X5B9 t Jfc« L o WfJ£ 14 
, B 9gEa<7>M**#^*^fe^tr4--^>"fkU>t:#||»li h a 3 ^ >-r^.j > 

>r > -r ? v > t m&Ltz b 9 mtmt^, v v-f h r tf v > tf- 
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X±CiIL, ooVTOR I GEN^S-C^-r&££&cJ:oTiliJSL£ 0 *£ 

t*if>^CU, « v j3 3 Cj^t* C P B 9 £ J: ff^X? B 9 <D-£ 

[ 0 0 4 6 ] 

8 KffKx g^n^xf > ^ * n - -f 
*X3#L-^'J*n#>r ^>^#in;#3 G 9<7>VH£J:^V «a^Sr^- 
7 5 d3 «t 7 6 Kj^To -tL^jffST-fijtJtfeftcoM^^rffl^ 
^xnn#^if>» (EPOr) ^ll&tJ&^Mm^n^y * n- 

3 G 9««S:JSlT^rt <8BfH,fc 0 #-S-##l#V * 3 G 9^T 5 7 MS^O ( 
MB^U## 7 6 ) Srffir ia®^> =r > fcf a - * - ffl Ht£t&^ KJ:oT9l©f>A> v 
- V kWMQ* titmLtzo ^n-^CPV«46-3 (Sg?HJ^ 2 9) , CP 

V * 4 6 - 5 (@£«^- 31) , CPV* 4 6-8 (BE?0#^- 3 4) ^iVCP 

V * 4 6 - 1 4 (SE?!l#^ 3 6) =£• 3 G 9 &^#V * »-*H,T*S^#E^!l*l 
©14(6 5%) Sr^Ti"*^^^^ V * WMt LTWlfcLfZo CPV.46- 
1 4 ££^#-7 V- A y-^ t LTlKUco 

[ 0 0 4 7 ] 

CPV*4 6-14©f>;Oy-J» m^^? * >MiCPV«46-l 

oo-eti (@e^j#^-9 7) fcra— -e*i9, $§#7P-A7-^ivt uai^Lfc 

o f£^#V ic3G 9 33±Xfgl&foC P V yc 4 6 - 1 4 VW&<0&n*&'<, 

C D R^SSrKabatt,©^ (*Sr*§) £ «t o T£i? *i* - fc < mfe Lfco IS 
JfHiV * 3 G 9 is «fc 0*0 P V * 4 6-14^7 3 96co@B^iJ[W|— t^^ttS 7 V 
-A7-^f^Vi LlII*^TLT, 6 5 %<7*£#E^jra—f££ * 
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fcV« 3G9^J:^CPV«4 6-1 4 E?rjO*:0>£> Jfclfc U V * 3 G 9 * «t U 1 
CPVH6-3 re "CUfc* £<Z>*f-<7>ttfifc«fflfc Lfeo V * 3 G 9 (#-5-fl*L# 
) WCDR*«tU r aifftS*tfcSia£ CPVH6-14 (^##^#: 
) (OMt^^l^SiL^c CPVH6-1 4<7):7 V-A7-^IV 

BE?!]£ 3 G 9#M¥^«^JST& 7V-Ay-^IV^St«L7t:o igtt© 

^Tbfc 3 g 9 suv mi&*mm^ 1 7 k^-t q zm^&^fc? 

[ 0 0 4 8 ] 

3 G 9 fiift^ ra^Wfil^-Cietf- Lfco 0fc3"ft#L#V H3G9^)7?y mBB^J ( 
ffi^0#-^-7 5) ^ n y t° a - ^ - ffi^tttt t J: o Tf 9f(7)f>A>y- 
V H BB?!I#* i: ifcfg Lfc 0 ?n->CPVH4 1-1 8 (@B?nj#-^- 17) £ 3 G 
9 m^-W V H t c7) (53%) l:tt^f>;r/y-VH « 

t LT|W|5ELfco 

C P V H 4 1 - 1 8 ayf-ys-Oi?- J HitfST--b^^ >M4CPVH4 1-9 
(K^ltf 8 1) t[^--e*>9, §§#7 1^-^7-^^ LTIKUfco ft4 
#V H 3 G 9*5 i tff - > y - »V»S?J 5:1^, f©^©7P- 

CDR^S^Kabat^^ (ffjf|) ^ j 0 t$eH$ ft& - < 1^56 Lfco IS 
^fi V H 3G9*5<tU f CPVH4 1-18^'6 2 %<Offi^!l 1^—14*^1" 4 7 V 

[ 0 0 4 9 ] 

C D R^K&WZR&L*) Z> 7 U-J* 7 ~ 7 ^cottmSMiM&K^r 

V H 3 G 9 *3 .1:0*0 P V H 4 1-1 8 Eyrj^tt^kJfcfcfc U VH3G9*«tl/ 

4WVH3 G 9?)CDRiJ:tJ f SILfc7V-A7-^aii^§^ C 
PVH4 1-1 8 0«"iSi-*^*1i*U7to ft^K. CPVH 
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41-18W7 V- A V- ^IVSB^IJ^ 3 G 9 MMm^m.M<Dn)B-t & 
-^IVjIStttL/co !Stt0^7Lfc3 G 9liVflt^Se^Jf^7 8C^t 
o 1 2i©M#7V-A7-^^ltttt2 4 , 27, 30, 38, 48, 6 
6 - 6 9 , 7 1 , 7 3 ^ J: 9 4 T\ ^IfSiftHr^M^^#? ttfco 
[ 0 0 5 0 ] 
9 

^ftf/L^. i; x n *°-f > g^#-=e y y n - -r )WjH£<V$&M& «t CF^a-fb 

Ik ft 3 G 9^#(J:Sif(:&tt«M^i^Tlilrt-efS?*^;H s t^ 
& 0 »$Cfx.tf, 3 G 9 VHis FT*»fc^£ 

sv^jsfc^-y v^-f- K^e>ja*&T, igGi, «^#s#isi*^^tpia 
s 4 mmmmm^ ? 9 - k u ^ 0 §&3i^ * * - »* > * * ^ v > mwm^K 

«^h7>X7x^y 3 >i:#L 1 !S:ft3G9 (CP3G9) <7)|&a*3ISfeL 

f y/Oy- 7 P-A7-K-I*»i: > 9 7 i y b £ ftfcC 0 S*fflfl&3&* 
k<7>ig*i$±tff £fc bEPO r <^>IS#l6^ov»T'b^ -o^!|c03 G 9mititm 
Ltzo R P O r WIMK^^ Wx: ^ / A^ft LTM?*, ffi 

$£L, ELI ZA^l^->©9i^±tRi3*fco ov*T\ ^&&#t#<7)#$( 
70£«rHSH5jiE P 0 r i#M&9^^-^-r^t^^o^M^L^ 0 
[ 0 0 5 1 ] 

HZ 3 G 9(i, fE^CDR»ft^^V>Tt l>7WA7-^*fflV'fc, 
3G9dt Mfc£@-e**o t: Mb 3 G 9i«75yS£^JTOf^7 9 fcj^ 
-To t Mb 3 G 9e«B23niS:E^I#-^8 0 ^^i" 0 SfcO^fc-fc V) , HZ3G9 
JiftOD^X ^ 3 G 9 c^)-H^^fe^»'l4*3 J: ^^S'tt^^#i-i> £ t 3 *l 
fco t£oT, H Z 3 G 9 (iVH±^*'tr ^ hU^Tc7)^jc*3V^T^>7N 0 >v-^ 
£ [W|— •C*4<^T> i^Jtt^^^I^&^T^X^ 3 G 9 cot ny'- b t LT 
teffl Lfco K h <4 7 t 7 'J >#H«J t Mttfi#T** H Z D 1 2 i3 =fc CFiulE^ t 
f^/f^'J >A>y-7V-A7-^ £7)|Sft^#-e*> SCPB9^ 

^tp^ttMM/L'*^ * ti&mi,tz 0 m*&m%t<r> 3 g 9 ± 1 



(29) 002-512776 

[ 0 0 5 2 ] 

o ^<7)IS^f±> 3 G 9 <dk hi3 «£ n^y^y v~ v v~ a v ~? oKfM- v b 

ytm^mmmt v e p o r ^ov^riwi-co^#M^'i**^-r^ ^t^t 0 

H Z 3 G 9 £ J: P 3 G 9 (Dfefttim&m— i^lS^lii^, in 

$HT^srtS:^t4o tot, ISJUfi, *l&Wt-ia«^), ff«ffCDR^> 

*xs 3G9*«ta f cP3G9wt: bEPOr km-t z^temfflmzmfc-r & 

fcftKBIAcore 53*#r (Phrmacia) £ff 0 £ 0 EP 0 r P 3 G 

3 G 9 coffiSf^ffl^B IAcorelOOO * -fe LT 
#8MfcLfco «fc CMr^-^S^fBftli, Brigham- Burke Anal.Bioch 

em-, 205:125-131 (1992) ic|e®$ tl& 0 
[ 0 0 5 3 ] 

C P 3 G 9 ^i£1U>/^lA(7)l:>f-iI±(;ilL/to ^J^?-<DE 
P 0 r $tffc*^fiKiM3*> ^MtMtJ^^^^^-ti - t t±oTi 

c^M^ll^X^ 3 G 9 WLfcc E P 0 r t(DffiKftm<oW)t>¥&£V s M 

m%im*mm<DZL <mmLtz 0 isa^t, lomM^stF'j^A, 15 

0 mMN aC 1 (p H 7 ■ 2 ) , 3 mM EDTAJsitfO - 0 0 5 %Tw e e n 2 
0 KXfr^tZo atiS(i6 0 ^ L/^T*ofc 0 ?mJSti2 0*CT*ofc 0 
Kass (M^s" 1 ) Kdiss (s" 1 ) (nM) 

*X53G 9 1-2 X1 0 6 4 ■ 0 * 1 0 ~ 3 3-3 

CP3G 9 1-0 X 1 0 6 9-l x 10~ 3 9-1 



(30) 002-512776 

[ 0 0 5 4 ] 

ztihffi^zlt, 3 G 9 <D*X ^ Xf^ y^yy- y i/-A7-^^y 3 > 

TttlfS^EL I S A Hat^fcffiftlkftfc Iffl^-ft So i^T, 3 

m A b ^ifS^Stt^AgB W Lit i i: ^*to 
[ 0 0 5 5 ] 

[ 0 0 5 6 ] 



(31) 



WWk2 002-512776 



SEQUENCE LISTING 



<110> Taylor, Alexander H 

<120> Konoclonal Antibodies with Reduced 
Immunogeni city 

<L3Q> P50770 

<^15D> 60/083 ,367 

<L5L> 1398-04-28 

<16Q:> 97 

<L7Q^ FastSEQ for Windows Version 3.0 

<210> 1 

<211> 429 

<212> DNA 

<213> Pan troglodytes 

<220> 

<221> CDS 

<222> (1) . (429) 

<4Q0> 1 

atg aaa cag ctg tgg ttc etc etc ctg ctg gtg ges get ccc aga tgg 48 

Met Lys His Leu Trp Phe Phe Leu Leu Leu Val Ala Ala Pro Arg Trp 



1 



5 



10 



15 



gtc ctg tec cag gtg cag ttg cag gag teg ggc cca gga ctg gtg aag 



96 



Val Leu Ser Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys 



20 



25 



30 



cct tea cag acc ttg tec ctg acc tgc get gtg tct ggt ggc tec ate 144 
Pro Ser Gin Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Ser lie 



(32) WWk2 002-512776 

35 40 45 

act agt get tac tac tat tgg age tgg ate cgc cag tea cca ggg aag 192 
Thr Ser Ala Tyr Tyir Tvr Trp Ser Trp lie Arg Gin Ser Pro Gly Lys 
50 55 60 



gga ctg gag tgg att ggg agt ate tat tat agt ggg acc att ttc tec 24 0 

Gly Leu Glu Trp lie Gly Sex He Tyr Tyr Ser Gly Thr lie Phe Sex 

65 70 75 80 

aac cca tec etc aag agt cga gtc gec atg tea gta g&c acg tec aag 288 

Asn Pro Ser L«u Lys Ser Arg VaX Ala Met Ser Val Gly Thr Ser Lys 

65 90 95 

acc cag ttc tec ctg age ttg agt tct gtg acc gec gcg gac acg gee 33 6 

Thr GllL Pfre Ser Leu Ser Leu Sex Ser Val Thr Ala Ala Asp Thr Ala 

10D 105 110 

gtg tac tac tgt gcg aga ggt etg etc etc acc att gga ctg acc aac 384 

Val Tyr Tyr Cys Ala Arg Gly Leu Leu Leu Thr Zle Gly Leu Thr Asn 

115 120 125 

tac tac ttt gac tac tgg ggc ccg gga acc ctg gtc acc gtc ttc 42 9 

Tyr Tyr Ph<5 Asp Tyr Trp Gly Pro Gly Thr Leu Val Thr Val Phe 

130 135 14tJ 



<2I0> 2 
<211> 414 
<212> DNA 

<213> Pan troglodytes 

<22Q> 

<221> CDS 

<222> <1> . . . (414) 

<40G> 2 



(33) WWk2 002-512776 



atg aaa cac ctg tgg ttc ttc etc ctg ctg gcg gca get ccc aga tgg 43 

Met Lys His Leu Trp Phe Phe Leu Leu Leu. Val Ala Ala. Pro Arg Trp 

IS 10 IS 

gtc ctg tec cag gtg cag eta cag gag teg ggc cca gga eta gtg aag 9 5 

Val Leu ser Gin val Gin Leu GLn Glu Ser Gly Pro Gly Leu val Lys 

20 25 30 

ccg tea ca^ acc ctg tec etc acc tgc ggt gtc tct ggt gec tec ate 144. 

Pro Ser Gin Thr Leu Ser Leu Thr Cys Gly Val Ser Gly Ala Ser lie 

35 40 45 

aat agt ggt gtt cat tac tgg gee tgg ata cgc cag cct gca gga aag 192 

Asn Ser Gly Val His Tyx Trp Ala Trp lie Arg Gin Pro Ala Gly Lys 

50 55 60 

gga ctg gag- tgg att ggc aat ate tat cat agt ggg age gec tac tac 240 

Gly Leu Glu Trp lie Gly Asn. lie Tyr His Ser Gly Ser Ala Tyr Tyr 

65 70 75 80 

act cca tec etc ga.g agt cget gtc tec atg tea ata gag acg tec aag 268 

Thr Pro Ser Leu Glu Ser Arg Val Ser Met Ser lie Glu Thr Ser Lys 

85 50 95 

age cag ttc ttc eta aac tta aat tct ctg acc gec gcg gac acg get 3 36 

Ser Gin Pile Phe Leu Asn Leu Asn Ser Leu Thr Ala Ala Asp Thr Ala. 

100 105 110 

ate tat tat tgt gcg aga cga cat act teg tea. gac tac tfct gac ttt 3 84 

He Tyr Tyr Cys Ala Arg Arg His Thr Ser Ser Asp Tyr Phe Asp Phe 

US 120 125 

tgg ggc cgc gga ate ctg gtc ate gtc tec 414 
Trp Gly Arg Gly lie Leu Val lie Val Ser 
130 135 



<210> 3 



WWk2 002-512776 



<211> 427 
<212> DMA 

<213> Pan troglodytes 

<22D> 

<221> CDS 

<222> {1} . . , {427) 

<40Q> 3 

atg ggg tea acc gec ate etc gee etc etc ctg ejet gtt etc gaa gga 4 8 

Met Gly Ser Thr Ala ILe Leu Ala Leu Leu Leu Ala Val Leu Glu Gly 
15 10 15 

gtc cgt gca gac gtg cag ctg gtg cag tec gga gca gag gtg aaa aag 96 
Val Arg Ala Asp Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 
20 25 30 

ceo ggg gag tct ctg aag ate tec tgt aaa gtc tct gga aat gaa ttt 144 
Pro Gly Glu Ser Deu Lys He Ser Cys Lys Val Ser Gly Asn Glu Phs 
35 40 45 

acc aac tac tgg ate see tgg gtg egc csg atg tec ggg aaa ggc etg 192 
Thr Asn Tyr Trp He Ala Trp Val Arg Gin Met Ser Gly Lys Gly Leu 
50 55 50 

gag tgg atg ggg age ate tat cct ggt gac: tct gat acc ago. tac aac 240 
Glu Trp Met Gly Ser He Tyr Pro Gly Asp Ser Asp Tnr Arg Tyr Asn 
65 70 75 SO 

ccg tec ttc caa ggc eaa gtc ace ttt tea gec gac aag tec ate acc 2 88- 

Pro Ser Pbe Gin Gly Gin Val Ttir Phe Ser Ala Asp l/ys Ser lie T»nr 
85 90 95 

acc gec tat ttg eag tgg agt agt ctg gag gec teg gac acc gec atg 3 36 

Thr Ala Tyr Leu Gin Trp Ser Ser Leu Glu Ala Ser Asp Thr Ala Met 
100 105 110 



(35) 



9#»2 002-512776 



tac tae cgt gcg age cga aac cac ctt ^tt ttc ggg gaa gtt att ac: 
Tyr Tyr Qys Ala Ser Arg Asn His Phe Val Phe Gly Glu Val He Thr 
115 120 125 



384 



act ttg acg get ggg gec agg gaa acc ctg ggt cac cgt etc c 427 
Thr Leu Thx Ala Gly Ala Arg Glu Thr Leu Gly His Airg Leu 
130 135 140 



<210> 4 
<211> 402 
<212> DNA 

<213> Pan trogloclytes 

<220> 

<221> CDS 

<222> (11 , „ , (402) 



<4Q0^ 4 

ttg ggg etc cgc tgg gtt ttc ctt gtt get ttt tta gaa ggt gtc cag 48 
Leu Gly Leu Arg Trp Val Phe Lou Val Ala Phe Leu Glu Gly Val Glu 
15 10 15 



tgt gag gta crag ctg gtg gag tct ggg gga ggc ttg gta cag cct ggg 96 
Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly 
20 25 30 



ggg tec ttg aca etc tec tgt gca gec tct gga ttc acc ttc agt agg 144 
Gly Ser Leu Thr Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg 
35 40 45 



agt ggc atg cac tgg gtc cgc cag gen cca ggg aag gga ctg ggg tgg 192 
Ser Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Gly Txp 
50 55 60 



ctt gca tac att gat tat ggc agt att ttc ata tac tac teg gac tea 240 
Leu Ala Tyr He Asp Tyr Gly Ser He Phe He Tyr Tyr Ser Asp Ser 



(36) WWk2 002-512776 

65 70 75 80 

gtg aag ggc cgc tec acc ate tec aga. gac aac gee aag aat tea etc 288 

Val Lys Gly Arg Phe Thr lie Ser Arg Assp Asn ALa Lys Asn Ser Leu 

85 90 95 

tat ctg coa atg aac age etg aga. gec gac gac acg get ttt tat tac 3 36 

Tyr Leu Gin Met Asn Ser Leu Arg Ala Asp Asp Thr Ala Phe Tyr Tyr 

100 105 110 

tgt acg ace cat aat tgg ggg gag tta act gac tac tgg ggc cag gga 3 84 

Cys Thr Thr His Asn Trp Gly Glu L&u Thr Asp Tyr Trp Gly Gin Gly 

115 120 125 

acc ctg gtc acc gtc tec 402 

Thr Leu Val Thr Val Ser 
130 



<210> 5 

<211> 403 

<212> DIJA 

<213> Pan troglodytes 

<22C> 

<22l> CDS 

<222> [!>... (408) 

<4O0> 5 

atg gaa ttg ggg etc cgc tgg gtt ttc ctt gtt get ttt tta gaa ggt 48 

Met Glu Leu Gly Leu Arg Trp Val Phe Leu Val Ala Phe Leu Glu Gly 

15 10 15 

gtc cag tgt gag gca cag ctg gtg gag tct ggg gga ggc ttg gta cag 96 
Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 



(37) WWk2 002-512776 

cct ggg ggg tec ttg aca etc tec tgt gca gec cct gga tec acc ttc 144 

Pro Gly Gly Ser- Leu Thr Leu Ser Cys Ala Ala Ser Gly Ph«* Thr Phe 
35 40 45 

agt agg age ggc atg cac tgg gtc cgc cag get cca ggg aag gga ctg 192 

Ser Arg Ser Gly Mat His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 
50 55 60 

gag tgg ctt gca t^c att gat tat ggc agt att ttc <ata tac tac teg 240 

Glu Trp Leu Ala Tyr lie Asp Tyr Gly Ser lie Phe lie Tyr Tyr Ser 
65 70 75 80 

gac tea gtg aag ggc cgc ttc acc ate tec aga gac aac gee aag aat 2B8 

Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn 
85 90 95 

tea etc tat ctg caa atg aac age ctg aga gec gac gac acg get ttc 33 6. 

Ser Leu 'Tyr Leu Gin Met Asn Ser Leu Arg Ala Asp Asp Thr Ala Phe 
100 105 110 

tat tac tgt acg acc cat aat tgg ggg gag tta act gac tac tgg ggc 384 

Tyr Tyr Cys Thr Thr His Asn Trp Gly Glu Leu Thr Asp Tyr Trp Gly 
115 120 125 

cag gga acc ctg gtc acc gtc tec 408 

Gin Gly Thr Leu Val Thr Val Ser 
130 135 



<210> 6 
<211> 421 
<212> DNA 

<213> Pan troglodytes 



<220> 

<221> CDS 

<222> (1)..,(421> 



(38) WWk2 002-512776 

atg atg ggg tea acc gec ate etc gec etc etc ctg get gtt etc caa 48 

Met Met Gly Ser- Tiir Ale lie Leu Ala Leu Leu Leu Ala'* Veil Leu Gin 

15 10 15 

gga gfcs tgfc gca gag g/tg cag ctg gtg cag tct gga gca gag gtg aaa 96 

Gly val Cys Ala Glu Val Glrx Leu Val Gin Ser Gly Ala Glu Val Lys 

20 25 30 

aag ccc ggg gag tct ctg aag ate tec tgt aag ggc tct gga tac agt 144 

Lys Pro Gly Glu Ser Leu Lys He Ser Cys Lys Gly Ser Gly Tyr Ser 

35 40 45 

ttt acc aac tac tgg atg ggc tgg gtg tgc cag atg ccc ggg aaa ggc 132 

Plie Ttir Asn Tyr Trp Met Gly Trp Val Cys Gin Met Pro Gly Lys Gly 

SO 55 60 

ccg gag tgc atg ggg ate ate tat cct gat gac tct gat acc aga tac 240 

Pro Glu Cys Met Gly lie lie Tyr Pro Asp Asp Ser Asp Thr Arg Tyr 

65 7C 75 80 

age ccg tec ttc caa ggc cag gtc acc ate tea gee gac aag tec ate 288 

Ser Pro Ser Phe Gin Gly Gin. Val Thr lie Ser Ala Asp Lys? Ser lie 

35 90 95 

age acc gec tac eta caa tgg age aac ctg aag gec teg gac acc gee 33$ 

Ser Thr Ala Tyr Leu Gin Trp Ser Asn Leu Lys Ala Ser Asp Thr Ala 

100 105 110 

ata tat tac tgt gcg aga tgt tat ggt tgg act act tgc gaa get ttt 384 

lie Tyr Tyr Cys Ala Arg Cys Tyr Gly Trp Thr Thr Cys Glu Ala Pfcte 

115 120 125 



gat ate tgg ggc caa ggg aca atg gtc acc gtc tct t 
Asp lie Trp Gly Gin Gly Thr Met Val Thr Val Ser 
130 135 140 



421 



(39) 



WWk2 002-512776 



<210> 7 
<211> 417 
<212> UNA 

<213> Pan troglodytes 

<220> 

<22X> CDS 

<222> (1) . . . (417) 



<400> 7 

ttg tgg ttc ttc ctt etc ctg gtg gca get ccc aga tgg gtc ctg tec 

Leu Ixp Phe PLib Deu Leu Leu Val Ala Ala Pro Arg Trp Val Leu Ser 

15 10 15 



48 



cag ctg cag ctg csg gag teg ggc eca gga ctg gtg aag cct tea cag 
Gin Leu Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
20 25 3Q 



96 



acc ctg tec etc ace tge act gtc tet ggt ggc tee ate age agt ggt 
Thr Leu Ser Leu Thr Cys Tfctr Val Ser Gly Gly Ser lie Ser Ser Gly 
35 40 45 



14 4 



agt tac cac tgg agt tgg ate egg cag ccc gee ggg aag cga ctg gag 
Ser Tyr Tyr Trp ser Trp lie Arg Gin Pro Ala Gly Lys Arg Leu Glu 
50 55 60 



192 



tgg att ggg tat att eat tat agt ggg agt acc tac tac aac cca tee 

Trp lie Gly Tyr lie Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser 

65 70 75 80 

etc aag agt cga gtc acc ata tea gta gac acg tec aag aac cag tec 

Leu Lys Seir Arg Val Thr lie Ser Val Asp Thr Ser Lys Asn Gin Phe 

85 9D 95 



240 



288 



tec ctg aag ctg age tct gtg acc gee gca gac acg gec gtc tat tac 



336 



WWk2 002-512776 



Ser Leu Lys Leu £er Ser Val Thr Ala Ala Asp Tlir Ala Val Tyr Tyir 
100 105 110 

tgt gcg ag^i tct ccc caa aac gta tta cast tct ttg gac tgc ttc gac 3 84 

Cys Ala Arg Ser Pro Gin Asn Val Leu Gin Ser Leu Asp Cys Phe Asp 
115 120 125 

ccc tgg gge cag gga acc ctg gtc acc gtc tec 417 

Pro Trp Gly Gin Gly Thar Leu Val Thr Val Ser 

130 L35 



<2ia> & 

<211> 36S 
<212> DNA 

<213> Pan troglodytes 

<220> 

^221> CDS 

<222> {![... (369) 

<400> 8 

gtc cag tec cag gtc cag ctg gtg cag tec ggg get gag gcg aag aag 48 

Val Gin Ser Gin Val Gin Leai Val Gin Sesr Gly Ala Glu Val Lys Lys 
15 10 15 

cct ggg tec tea gtg aag gtc tec tgc aag gtt tec gga gge acc ttc 96 
Pro Gly ser ser Val Lys Val Ser Cys Lys Val ser Gly Gly Thr Phe 
20 25 30 

age acc tat ggt ttc age tgg gtg egg cag gec cct gga caa ggg ctt 144 
Ser Thr Tyr Gly Phe Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
35 40 45 

gag tgg atg gga atg ate ate cct ate gtt gge aca gta aag tac gca 192 
Glu Tx-p Met Gly Met lie lie Pro lie Val Gly Thr Val Lys Tyr Ala 
50 55 60 



(41) 002-512776 

cag agg ttc cag ggc aga gtc tea act aat gcg gac aca tec acg aat 240 
Gin Arg Phe Gin Gly Arg Veil Ser lie Asn Ala Asp Thr Ser Thr Asn 
65 70 ^5 80 

ata gec tac atg gag ctg acc age ctg aga tec gag gac acg gec gtc 2 88 

II a Ala Tyr Met Glu Leu Thr S-^rr Leu Arg Sear Glu Asp Thr Ala Val 
85 90 95 

tat tac tst gcg aca gat ctg acg gtg act act aat gat gca ttt gat 33 6 

Tyr Tyr Cys Ala Thr Asp Leu Thr Val Thr Thr Asn Asp Ala Phe Asp 
100 105 110 

ate tgg gcjc caa ggg sea atg gtc acc gtc tct 3 69 

He Trp Gly Gin Gly Thr Het VaL Thr Val Ser 
115 L2 0 



<21G> 9 
<211> 423 
<212> DNA 

<213> Pan troglodytes 

<22G> 

<221> CDS 

<222> (1) . . . {423) 

<40Q> 9 

atg gag ttt ggg ctg age tgg ctt ttt ctfc gtg get stt tta aaa ggt 49 

Met Glu Phe Gly Leu Ser Trp Leu Phe Leu Val Ala lie Leu Lys Gly 
15 10 15 

gtc cag tgt gag gtg cag ctg gtg gag tct ggg gaa ggc ttg gta aag 9 6 

Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Glu Gly Leu Val Lys 
20 25 30 



cct ggg ggt tec ctg aga etc teg tc/t gca gec tct gga ttc acc ttc 



144 



(42) %m2 002-512776 



Prp Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 

35 40 45 

eigt agt ttt ctt atg ttc tgg gtc cgc cag get cca gaa aag ggg ctg 192 

Ser Ser Phe Leu Met Phe Trp Val Arg Gin Ala Pro Glu Lys Gly Leu 

50 55 60 

gag tgg gtc tea act att gat gtt agt ggt ggt aat atg tgg tac cga 240 

Glu Trp Val Ser Thr lie A^p Val Ser Gly Gly Aan Met Trp Tyr Arg 

65 70 75 80 

gac tct gtc aag ggc cga ttc acc atg tec aga gac aat tec aag aac 2SS 

Asp Eer Val Lys Gly Arg Phe Thr ELet Ser Arg Asp Asn Ser Lys Asn 

B5 90 95 

aca ctg tat ctg caa atg acc age ctg aga gec gac gac acg gec gtt 33 6 

Thr Leu Tyr Leu Gin Met Thr Ser L«su Arg Ala Asp Asp Thr Ala Val 

100 105 110 

tac tat tcjt gca aga gag gga cga gac cct age ggc act tgg gga tac 384 

Tyr Tyr Cys Ala Arg Glu Gly Arg Asp Pro Ser Gly Thr Trp Gly Tyr 

115 120 125 

ttt gac tac tgg ggc cag gga ate ctg gtc acc gtc tec 423 

Phe Asp Tyr Trp Gly Gin Gly He Leu Val Thr Val Ser 

130 135 140 



<210> 10 
<211> 97 
<212> PET 

<213> Pan troglodytes 
<22Q> 

<221> DOMAIN 
<222> (31) . . r {37 > 
<223> CDRI 



(43) 



mWk2 002-512776 



<221> DOMAIN 
<222> (52J . (67) 
<223> CDRII 



<4DD> 10 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Piro Ser Gin. 

15 10 15 

Thir Leu Ser Leu Thr Cy3 Ala Veil Ser Gly Gly Ser lie Thr Ser Ala 



20 



25 



30 



Tyr Tyr Tyr Trp Ser Trp lie Arg Gin Ser Pro Gly Lys Gly Leu Glu 

35 40 45 

Trp lie Gly Ser lie Tyx Tyr Ser Gly Thr lie Phe Ser £sn Pro Ser 

50 55 60 

Leu Lys Ser Arg Val Ala Met Ser Val Gly Thr Ser Lys Thr Gin Phe 
65 70 75 80 

Ser Leu Ser Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 
85 90 35 

Cya 



<210> 11 

<2ll> 96 

<212> PRT 

<213> Pari troglodytes 
<220> 

<221> DOMAIN 

<222> (31 J , ¥ . <37) 

<223> CURI 

<221> DOMAIN 
<222> (52) ... (67) 
<223> CDRII 

<40Q> 11 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Fro Ser Gin 



WWk2 002-512776 



1 5 10 15 

Thr L<su Ser Leu Thr Cys Gly Val Ser Gly Ala Eer He Asn Ser Gly 

20 25 - 30 

Val His Tyr Trp Ala Trp He Arg Girt Pro Ala Gly Lys Gly Le-a Glu 

35 40 45 

Trp He Gly Asn He Tyr His Ser Gly Ser Ala Tyr Tyr Thr Pro Ser 

50 55 60 

Leu Glu Ser Arg Val Ser Met Ser He Glu Thr Ser Lys Ser Gin Phe 
55 70 75 BO 

Phe Leu Asn Leu Asn Ser Leu Thr Ala Asp Thr Ala lis Tyr Tyr Cys 
85 5*0 95 



<21Q> 12 
<211> 9o 
<212> PRT 

<2L3> Pan troglodytes 



<220> 

<221> DOMAIN 
<222> (31> . . * (35) 
<223> CDRI 



<221> DOMAIN 
-<222> (50) . . . (66) 
<223> CDRII 



<400> 12 

Asp Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 

15 10 15 

Ser Leu Lys He Ser Cys Lys Val Ser Gly Asn Glu Phe Thr Asn Tyr 

20 25 30 

Trp lie Ala Trp Val Arg Gin Met Ser Gly Lys Gly Leu Glu Trp Wet 

35 40 45 

Gly Ser He Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Asn Pro Ser Phe 

50 55 60 

Gin Gly Gin Val Thr Phe Ser Ala Asp Lys Ser He Thr Thr Ala Tyr 
fiR 70 75 80 



(45) WWk2 002-512776 



Leu Gin Trp Ser Ser Leu Glu Ala Sex Asp TUr Ala Met Tyr Tyr Cys 
85 90 SB 

<2LG> 13 

<2L1> 96 

<212> PRT 

<2L3> Pan troglodytes 

<220> 

<221> DOMAIN 

<222> (31) . . . (35) 

<223> CDRI 

<221^ DOMAIN 
<222> £50) , (66) 
<223> CDR1I 

<4Q0> 13 

Asp Val Gin. Leu Val Gin Sear Gly Ala Glu Val Lys Lys Pro Gly Glu 

15 10 15 

Ser Leu Lys lie Ser Cys Lys Val Ser Gly Asa Glu Phe Thr Asn Tyr 

20 25 30 

Trp lie Ala Trp Val Arg Gin Met Ser Gly Lys Gly Leu Glu Trp Met 

35 40 AS 

Gly Ser lie Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Asn Pro Ser Phe 

50 55 60 

Gin Gly Gin Val Thr Phe Ser Ala Asp Lys Ser He Thr Thr Ala Tyr 
65 7 0 75 BO 

Leu Gin Trp Ser Ser Leu Glu Ala Ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

<210> 14 
<211> 36 
<212> PRT 

<2 13 > Pan troglodytes 



<220> 



(46) WWk2 002-512776 

<221> DOMAIN 
<222> (31) . . . {35) 
<223> CDRI 

<221> DOMAIN 
<222> f 50) , . . {66) 
<223> CPRXI 

<400> 14 
Glu Val Gin L*eu Val Glu 

1 5 
Ser Leu Th.r Lou Ssr Cys 
2Q 

Gly Met His Txp Val Axg 
35 

Ala Tyr He Asp Tyr Gly 
50 

Lys Gly Arg Phe Thr lie 
65 70 
Leu Gin Met Asn Ser Leu 
85 

<210> 15 
<212> PRT 

<213> Pan troglodytes 
<22D> 

<221> DOMAIN 
<222> (31) - . . (35) 
<223> CDRI 

<221> DOMAIN 
<222> (50) . . . {66) 
<223> CDRII 



Ser Gly Gly Gly Leu Val Gin Fro Gly Gly 

10 15 
Ala Ala Ser Gly Phe Tbr Phe Ser Arg Ser 

25 30 
Gin Ala Pro Gly Lys Gly Leu Gly Trp Lea 

40 45 
Sex lie Phe He Tyr Tyr Ser Asp Ser val 
£5 60 

Ser Arg Asp Asn Ala Lys Asn Eer Leu Tyr 

75 80 
Arg Ala Asp Asp Thr Ala Phe Tyr Tyr Cys 
90 95 



<400> 15 



WWk2 002-512776 



Glu Val GLn Leu Val Gin Ser Gly 

1 5 
Ser Leu Lys Ik Ser Cys Lys Gly 
20 

Trp Met GLy Trp Val Cys Gin Met 

35 40 
Gly lie He Tyr Pro Asp Asp Ser 

50 55 
Gin Gly Gin Veil Thr lie Ser Ala 
65 70 
Leu Gin Trp Ser Asn Leu Lys Ala 

as 



Ala Glu Val Lys Lys Pro Gly Glu 

10 15 

Ser GLy Tyr Ser Phe Thr Asn Tyr 

25 30 

Pro Gly Lys Gly Pro Glu Cys Met 
45 

Asp Thr Arg Tyr S^r Pro Ser Phe 
60 

Asp Lys Ser He Ser Thr Ala Tyr 

75 80 

Ser Asp Thr Ala He Tyr Tyr Cys 
90 95 



<210> 16 
<211> 97 
<212> PRT 

<213> Pan. troglodytes 
<220> 

<221> DOMAIN 
<222> (31) . - . (37} 
<223> CDRI 



<22I> DOMAIN 
<222> (52) . . . (67] 
<223> CDRII 



<400> 16 
Gin Leu Gin Leu Gin Glu Ser Gly 

1 5 
Thr Leu Ser Leu Thr Cys Thr Val 
20 

S^r Tyr Tyr Trp Ser Trp lie Arg 

35 40 
Trp He Gly Tyr He Tyr Tyr Ser 

50 55 
Leu Lys Ser Arg Val Thr He Ser 



Pro Gly Leu Val Lys Pro Ser Gin. 

10 15 

Ser Gly Gly Ser He Ser Ser Gly 
25 30 

Gin Pro Ala Gly Lys Arg Leu Glu 
45 

Gly Ser Thr Tyr Tyr Asn Pro Ser 
60 

Val Asp Thr Ser Lys Asn Gin Phe 



WWk2 002-512776 



55 70 75 80 

Ser Lou Lyo Lexi S&xr Ser Val Thr- Ala Ala Asp Thr Ala Val Tyr Tyr 
35 90 95 

Cys 



-c210> 17 

<211> 96 

^212> PRT 

<213> Pan troglodytes 



<221> DOMAIN 
<222> {3D . . r (35) 
<223> CDRI 



<221> DOMAIN 

<222> (&0> (66) 

<223> CDRII 



<400> 17 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Vgtl Lys Lys Pro Gly Ser 

15 10 >5 

Ser Val Lys Val Ser Cys Lys Val Ser Gly Gly Thr Phe 55 er Thr Tyr- 

20 25 30 

Gly Phe Ser Trp Val Arg Gin Ala Pro- Gly Gin. Gly Leu Glu Trp Met 

35 40 45 

Gly Met He He Pro lie Val Gly Thr Val Lys Tyr Ala Gin Arg Phe 

50 55 60 

Gin Gly Arg Val Ser He Asn Ala Asp Thr Ser Thr Asn He Ala Tyr 
65 70 75 80 

Met Glu Leu Thr Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 35 



<210> 18 
<211> 95 
<212> PRT 



9#»2 002-512776 



<213> Pan troglodytes 



<22 0> 

<22l> DOMAIN 

^222:> (31) . . (35) 

<223> CDRI 



<221> DOMAIN 
<222> 150} . - . (66) 
<22 3> CDRII 



<400> 1& 

Glu Val Gin Leu Val Glu Ser Gly Glu Gly Leu Val Lys Pro Gly Gly 

15 10 15 

Sex Leu Arcf Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe 

20 25 30 

Leu Met Phe Trp Val Arg Gin Ala. Pro Glu Lys Gly Leu Glu Trp Val 

35 40 45 

Ser Ttir lie Asp Val Ser Gly Gly Asa Met Trp Tyr Axg Asp Ser- V«l 

50 55 60 

Lys Gly Arg Phe Thr Met Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Thr Ser Leu Arg Ala. Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



<210> 19 

<211> 381 

<212> DNA 

<213> Pail troglodytes 



<22Q> 

<221^> CDS 

<222> (1) _ . . (381} 



<4O0> 19 

atg agg gtc cct get cag etc ctg ggg etc ctg ctg etc tgg etc tea 48 
Met &xq Va.1 Pro Ala Gin Leu Lett Gly Leu Leu Leu Leu Trp Leu Ser 



(50) WWk2 002-512776 

1 5 10 IS 

ggt gcc aga tgt gae ate cag atg acc cag ttt cca -tec tec ctg tct 96 

Gly Ala Arg Cys Asp He Gin KEet Thr Gin Phe Pro Ser Ser Leu Ser 

20 25 30 

gca tct gta gga goo aga gtc acc ate act tgc cag tea agt cag age 144 

Ala Ser Val Gly Asp Arg Val Thr He Thr Cys Gin Ser Ser Gin Sex 
35 40 45 

att tac aac tgc ttg agt tgg tat cag cag aaa cca ggg aag gee cct 192 

He Tyr Asa Cy£s L<=>u Ser Trp Tyr Gin Girt Lys Pro Gly Lys Ala Pro 
50 55 60 

aca etc eta ate tat ggt gca ttc acc ttg aat agt ggg gtc cca tea 240 

Thr Leu Leu 11^ Tyr Gly Ala Phe Thr Leu Asn Ser Gly Val Pro Ser 
6B 70 75 80 

aga ttc agt ggc agt gga tct ggc aca gat ttc act etc acc ate age 2S8 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Pile Thr Leu Thr lie Ser 
85 90 95 

aat ctg caa cct gaa gat ttt gca aca tat tac tgt cag cgt ggt tac 336- 

Asn Leu Gin Pro Glv Asp Phe Ala Thr Tyr Tyr Cys Gin Arg Gly Tyr 

100 105 110 

ggc aca eag etc act ttc ggt gga ggg acc aag gtg gag ate aag 3 81 

Gly Thr Gin Leu Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys 
115 120 125 



<21D> 20 
<211> 384 
<212> DNA 

<213> Pan troglodytes 



<22D> 



WWk2 002-512776 



<221> CDS 

<222^ (1) . . , (384) 



<4O0> 20 

atg gac atg agg gtc ccc get cag etc ctg ggg ccc ctg ctg etc tgg 48 
Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
15 10 15 



etc ccs ggt acc ciga tgt gac ate cag a.t g ace cag tct cca tec tec 96 
Leu Pro Gly Thr Arg Cys Asp lie Gin. Met Thi* GLn Ser Pro Ser Ser 
20 25 30 



ctg tct gca tct gta gga gac aga gtc acc ate act tgc egg gec agt 144 
Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie True Cys Arg Ala Ser 
35 40 45 



cag ggc att age aat tat tta gee tgg tat cag cag aaa cca ggg aaa 192 
Gin Gly He Ser Asn Tyr Leu Ala Trp Tyr Gin GLn Lys Pro Gly Lys 
50 55 SQ 



gec cct aag etc etc ate tat tat gca tec ags teg gaa agt ggg gtc 240 
Ala Pro Lys Leu Leu Tie Tyr Tyr Ala Ser Arg Leu Glu Ser Gly Val 
65 70 75 80 



cca tea agg ttc age ggc agt gga tct ggg acg gat tac act etc acc 2B8 
Pro Ser Arg Phe Ser GlY Ser Gly Ser Gly Thr Assp Tyr Thx Leu Thr 
85 90 95 



ate age age ctg cag cct gaa gat ttt gca act tat tac tgt caa cag 335 
lie Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin 
100 105 110 



tat aac agt aac ccc ttt teg gtg gag gga cca agg tgg aga tea aac 3 84 

Tyr Asn Ser Asn Pro Phe Ser Val Glu Gly Pro Arg Trp Arg Ser Asn. 
115 120 125 



(52) 



mWk2 002-512776 



<210> 21 
<211> 364 
<212> DNA 

<213> Pan troglodytes 

<22Q> 

<221> CDS 

<222> (1) , . . (384) 



<40G> 21 

atg teg cca tea caa etc att ggg ttt ctg ctg etc tgg gtt cca gec 

Met Ser Pro fier Gin Leu lie Gly Phe Leia Leu Lau Trp Val Pro Ala 

15 10 15 



48 



tec agg ggt gaa att gtg ctg act cag tct cca gac ttt cag tct gtg 
Ser Arg Gly Gru He Val Leu Thr Gin ser pro Asp Fhe Gin Ser val 
20 25 30 



96 



cct cca. aag gag aaa gtc acc ate acc tgc egg gec agt cag age afcfc 
Pro Pro Lys Glu Lys Val Thr lie Thr Cys Arg Ala Ser Gin Ser He 
35 40 45 



144 



ggt agt age tta cac tgg ta,c cag cag aaa cca ggt cag tct cca aag 
Qly Ser Sejc Let* His Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys 
50 55 60 



192 



etc etc ate aag tat get tec cag tec ate tea ggg gtc ccc teg agej 
Leu Leu lie Lys Tyr Ala Ser Gin Ser He Ser Gly Val Pro Ser Arg 
65 70 75 80 



240 



ttc agt ggc agt gga tct ggg aca gat ttc acc etc acc ate eat age 
Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Asn Ser 
85 30 35 



ctg gaa get gaa gat get gca acg tat tac tgt cag eaa agt agt aat 
Leu Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Ser Ser Asn 
100 105 110 



33$ 



(53) 



9#»2 002-512776 



tta cct cat acg etc act ttc ggt gga ggg acc aag gtg gag ate aaa 
Leu Pro His Thr Leu Thr Fhe Gly Gly Gly Thr Lys VaT£*Glu lie Lys 
125 130 125 



334 



<210> 22 
<211> 372 
<212> DNA 

<213> Fan troglodytes 



<220> 

<221> CDS 

<222> (1) . (372) 



<40Q> 22 

gtc cct get cag etc ctg ggg etc ctg ctg etc tgg etc tea g^t gec 48 

Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp Leu Ser Gly Ala 
15 10 15 



aga tgt gac ate cag atg acc cag tct cca tec tec ctg tct gca tct 96 
Arg Cys Asp He Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser 
20 25 30 



gta gga gac aga gtc acc ate act tgc cag gca agt cag age att age 144 
Val Gly Asp Arg Val Thr lie Thr Cya Gin Ala Ser- Gin Ser lie Ser 
35 40 45 



aac tat ttg agt tgg tat cag cag aaa cca ggg aaa gec cct aag etc 192 
Asn Tyr Leu Ser Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu 
SO 55 SO 



ctg ate tat gat gca tec act ttg caa agt ggg gtc cca tea agg ttc 240 
Leu lie Tyr Asp Ala Ser Thr Leu Gin Ser Gly Val Pro S^r Arrg Phe 
65 70 75 80 



agt ggc agt gga tct ggg aca gat ttc act etc acc ate age agt ctg 



2Sa 



(54) 



WWk2 002-512776 



Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu 
35 90 9S 



caa cct gaa gat ttt gca aca tat tac tgt cag cgt ggt tac gg-t aca 336 
Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Arg Gly Tyr Gly Thr 
ICO 105 110 



etc act ttc ggt gga ggg acc aag gtg gag ate aaa 372 
Leu Thr Phe Gly Gly Gly Thx Lys Va! Glu He Lys 
115 120 



<210> 23 
<211> 384 
<212> DMA 

<213> Pan troglodytes 



<220> 

<221> CDS 

<222> (1) ... (3S4) 



<:400> 23 

atg gaa gec cca gcg cag ctt etc ttc etc ctg eta etc tgg etc cca 

Met Glu Ala Pro Ala Gin Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro 
15 10 15 



gat acc acc gga gaa ata gtg ttg acg cag tct cca gec ecc ctg tct 96 
Asp Thr Thr Gly Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser 
20 25 30 



ttg tct cca ggg gaa aga gee acc etc tec tgc agg gec agt cag agt 144 
Leu Sex Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser 
35 40 45 



gtt age agg tac 
Val Sex Arg Tyr 
50 



tta gec 
Leu Ala 



tgg tac cag cag aaa cct ggc cag get ccc 
Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
55 60 



192 



(55) 002-512776 

agg etc etc ate tat ggt gca tec aac agg gec act ggc ate cca gec 240 

Arg Leu Leu lie Tyr Gly Ala Ser Asn Arg Ala Thr Gl\ r£le Pro Ala 

65 70 75 80 

agg ttc agt ggc agt ggg tct agg- aca gae ttc act etc acc ate age 288 

Arg Phe Ser Gly Ser Gly Ser Arg- Thr Asp Phe Thr Leu Thr lie Ser 

g5 90 95 

age gtg gag; cct gaa gat ttt gca gtt tat tac tgt cag cag tat aat 336 

Ser Val Glu Pro Glu &sp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asa 

100 105 110 

aac ccig cct ctg ^tc gec ttc ggc caa ggg aca cga ctg gag att aaa 364 

Asn Gin Pro Leu lie Ala Phe Gly Gin Gly Thr Arg Leu Glu He Lys 

lib 120 125 



<210> 24 
<211> 387 
<212> UNA 

<213> Pan troglodytes 

<220> 

<221> CDS 

<222> (387) 

<400> 24 

atg gac ate/ agg gtc ccc get cag etc ctg ggg ete ctg ctg etc tgg 48 
Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
15 10 15 

ttc cca ggt gec aaa tgt gac ate cag atg acc cag tct cct tec acc 96 
Phe Pro Gly Ala Lys Cys Asp He Gin Met Thr Gin Ser Pro Ser Thr 
20 25 30 



ctg tct gec tec ata gga gae aga gtc acc ate act tc/t egg get acjt 



144 
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Leu Ser Ala Ser lie Gly Asp Arg Val Thr He Thr Cys Arg Ala Ser 

35 40 45 

cag gge ate tat aat tat ttg aat tgg tat cag csa aaa cca ggg aga 192 

Gin Gly II© Tyr Asn Tyr Leu Asn Trp Tyr Gin Gin Lys Pro Gly Arg 

50 55 60 

gcc ccr gga etc etc ate ttt ggt gcc agg aat ttg gag act ggg gtc 240 

Ala Fro Gly Leu Leu lie Phe Gly Ala Arg Asn Leu Glu Thr Gly Val 

65 70 75 80 

cca tc^ aca ttc age ggc agt ggt tec ggg aca cac ttc act etc acc 288 

Pro Ser Thr Phe Ser Gly Ser Gly Ser Gly Thr His Phe Thr Leu Thr 

$5 90 95 

ate age age ctg cag cct ggt gat ttt gcg act tat tac tgt cag caa 336 
lie Ser Ser Leu Gin Pro Gly Asp Phe Ala Thr Tyr Tyr Cys Gin Gin 

100 105 110 

tat tat act acc ccg tat act ttt ggc cag ggg acc aag ctg gag ate 3 84 

Tyr Tyr Thr Thr Fro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie 

115 120 125 



<210> 25 

<211> 387 

<212> DMA 

<213> Pan troglodytes 

<220> 

<221> CDS 

<222> (!) . (387) 

<400> 25 

atg gac atg agg gtc ccc get cag etc ctg ggg etc ctg ctg etc tgt 48- 
Met Asp M&t Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Cys 



(57) 
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10 



15 



ttc cca ggt gcc aga tgt gac ate cag atg acc cag tct cca tec tea 
Phe Pro Gly Ala Arg Cys Asp lie Glxi Met Tlur Gin Ser Pjto Ser Ser 
20 25 30 



96 



ctg tct get tct gta gga gac aga gtc acc ate tct tgt egg gcg agt 144 
Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Ser Cys Arg Ala Ser 
35 40 45 

ctg gat att age acc tgg tta gcc tgg tat cag cag aaa cca ggg aaa 192 
Leu Asp lie Ser Thr Trp Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys 
50 55 60 

gcc cct aag ccc ctg ate tat get gca tec act ttg cca agt ggg gtc 240 
Ala Pro Lys Pro Leu He Tyr Ala Ala ser Thr Leu Pro Sex Gly Val 
65 70 75 80 

cca teg agg ttc age ggc agt gga tct ggg aca gat ttc act etc acc 2 88 

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
85 90 95 

ate age age ctg cag cct gaa gat tct gca act tat tac tgc cga caa 336 
lie Ser Ser Leu Gin Pro Glu Asp S^r Ala Thr Tyr Tyr Cys Arg Gin 
100 105 110 

tat aat agt tat ccg etc act ttc ggt gga ggg acc aag gtg gag ate 3 84 

Tyr ftsn Ser Tyr Pro Leu ^Thr Phe Gly Gly Gly Thr Lys Val Glu lie 
115 120 125 

aag 3 87 

<210> 26 
<211> 372 
<212> DJJA 

<213:> Pan troglodytes 



WWk2 002-512776 



<220> 

<221> CDS 

<222> {!>... {372) 

<400> 26 

tct act cag etc ctg ggg etc ctg ctg etc tgg etc cca ggt gec aaa 4& 

Ser Thr Gin Leu Leu Gly Leu Leu Leu. Leu Trp Leu Pro Gly Ala Lys 
15 10 15 

tgt gac ate cag atg acc cag tct cct tec acc ctg tct gca tct gta 96 
Cys Asp lie Gin Met Thr Gin Ser Pro Ser Thr Leu Ser Ala Ser Val 
20 25 30 



gga. gac aga gtc acc ate act tgc egg gec agt cag ggt att agt age 144 

Gly Asp Arg Val Thr lie Ttir Cys Arg Ala Ser Gin Gly lie Sex Ser 
35 40 45 

tgg tta gec tgg tat cag cag aaa cca ggg aaa gec cct aag etc ctg 192 

Trp Leu Ala Trp Tyr Gin Gin Lye Pro Gly Lye Ala Pro Lys Le\i Leu 
50 55 60 

ate tat aag gca tct agt tta gaa agt ggg gtc cca tea agg ttc age 240 

lie Tyr Lys Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser 
65 70 7S 80 

ggc acjt gga tct ggg aca gaa ttc act etc acc ate age age ctg cag 283 

Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Ser Leu Gin 
85 90 95 

cct gat gat ttt gca act tat tac tgc caa cag tat agt agt tac cct 336 

Pro Asp Asp Phe Ala Thr Tyr Tyr Cys Gin. Gin Tyr Ser Ser Tyr Pro 

100 105 110 

cga acg ttc ggc caa ggg acc aag ctg gaa ate aaa 37 2 

Arg Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys 
115 120 



(59) 
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<210> 27 
<211> 387 
<212> 

<213> Pan troglodytes 



<22D> 
<221> CDS 
<222> (1) . 



<387) 



<40O> 27 

atg g^c atg agg gtc ccc get eag etc ctg ggg etc ctg ctg etc tgg 
Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
IS 10 15 



48 



etc tea ggt ace aga tgt gac ate cag atg ace cag tct cca tec tec 
Leu Ser Gly Thr Arg cys Asp lie Gin Met Thr Gin Ser Pro Ser Ser 
20 25 30 



96 



ctg tct gca tct gta gga gac aga gtc acc ate act tgc egg gca agt 
Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr Cys Ar-g Ala Ser 
35 40 45 



144 



cag og-c att age aac tat ttg cagt tgg tat cag cag aaa cca ggg aaa 
Gin Ser He Ser Asn Tyr Leu Ser Trp Tyr Gin Gin Lys Pro Gly Lys 
50 55 60 



192 



gec cet aag etc ctg ate tat tat gca tec act ttg caa agt ggg gtc 
Ala Pro Lys Leu Leu He Tyr Tyr Ala Ser Thr Leu Gin S^r Gly Val 
65 70 75 80 



cca tea agg ttc agt ggc agt gga tct ggg aca gat ttc act etc acc 
Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Fhe Thx Leu Thr 
BS 90 95 



288 



ate age agt ctg caa cet gaa gat ttt gca act tat tac tgt cag cat 
He Ser Se:r Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin His 



336 



(60) WWk2 002-512776 

100 105 110 

ggt tac ggt aca cat ccc act ttc ggt gga ggg acc aag gtg gag ate 3 84 

Gly Tyr Gly Thr His Pro Thr Phe Gly Gly Gly Thr Lye Val Glu lie 
115 120 125 

aaa 3 87 

<210> 28 
<211> 88 
<212> PRT 

<213> Pan troglodytes 
<220> 

<221> DOMAIN 
<222> (24> . . . (34) 
<223> CDRI 

<22L> DOMAIN 
<222> (50) ... {66} 
<223> CDRII 

<400> 28 

Asp He Gin Met Thr Gin. Phe Pro Ser Ser L«m Ssr Ala Ser Val Gly 

15 10 15 

Asp Arg VaL Thr lie Thr Cys Gin Ser Ser Gin Ser lie Tyr Aan Cyo 

20 25 30 

Leu Ser Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Thr Leu Leu He 

35 40 45 

Tyr Gly Ala Phe Thr Leu Asn Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 55 €0 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Asn Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala. Thr Tyr Tyr Cys 
85 



<210> 29 



(61) WWk2 002-512776 

<21I> sa 
<212> PRT 

<213> Pan troglodytes 
<220> 

<221> DOMAIN 
<222> (24) . . . (34) 
<223> CDRI 

<221> DOMAIN 
<222> C50) . . . (66) 
<223> CDRII 

<4O0> 29 

Asp lie Gin. Met Thr Gin Ser Pro Ser Ser Leu S&r Ala Ser Val Gly 

15 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Gly He Ser Asn Tyr 

20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 

35 40 45 

Tyx Tyr Ala. Ser Arg Leu Glu Ser Qly Val Pro Ser Arg Phe Ser Gly 

50 55 6Q 

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr He Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Ptie Ala Thr Tyr Tyr Cys 
85 

<210> 30 
<211> 8 9 
<212> PRT 

<213> Pan troglodytes 
<220> 

<221> DOMAIN 
<222> (24) . . . (34) 
<223> CDRI 



WWk2 002-512776 



<22l> DOKJAIN 
<222> (50) ... {66} 
<223> CDRII 



<400> 30 

Glu lie Veal Leu Thr Gin Ser Pro Asp Pbe Gin Ser Val Pro Pro Lys 

15 10 15 

Glu Lys Val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Gly Ser Ser 

20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys Leu Leu lie 

35 40 45 

Lys Tyr Ala Ser Gin Ser lie Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 55 60 

Ser Gly Sor Gly Thr Asp Ph<s Thr Leu Thr lie Asn Ser Leu Glu Ala 
65 70 75 SO 

Glu Asp Ala Ala Thr Tyr Tyr Cys 
85 



<21D> 31 
<211> 83 
<212?> PRT 

<2L3> Fan. troglodytes 



<220> 

<221> DOMAIN 
<222> {24) . . . (34) 
<223> CDRI 



<221> DOMAIN 
<222> (50) ... (66} 
<223> CDRII 



<i00> 31 
Asp lie Gin Met Thr Gin Ser Pro 

1 5 
Asp Arg Val Thr lie Thr Cys Gin 
20 



Ser Ser Leu Ser Ala Ser Val Gly 

10 15 

Ala Ser Gin Ser lie Ser Asn Tyr 

25 30 



WWk2 002-512776 



Leu Ser Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He 

35 40 45 

Tyr Asp Ala Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr L*eu Thr He Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys 
85 



<210> 32 
<211> 88 
<;212> PRT 

<213> Pan troglodytes 



<220> 

<221> DDKAIW 
<222> (24) . . . {34) 
<223> CDRI 



<221> DOMAIN 
<222> {50) - . . (66) 
<223> CDRI I 



<400> 32 

Glu He Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 

1 5 10 15 

Glu Arg Ala Thr Leu S«r Cys Arg Ala Ser Gin Ser Val Ser Arg Tyr 

20 25 30 

L^u Ala Trp Tyr Gin Gin. Lys Pro Gly Gin Ala Pro Arg L^u Leu He 

35 40 45 

Tyr Gly Ala Ser Asn Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr He Ser Ser Val Glu Pro 
55 7Q 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys 
85 



(64) 



<210> 33 
<2L1> B8 
<212> PRT 

<213> Pan troglodytes 



mWk2 002-512776 



<22Q> 

<221> DOMAIN 
<222> (24) , . , (34) 
<223> CDRI 



<221> DOMAIN 
<222> (SO) ... {66) 
<223> CDRI I 



<400> 33 

Asp He Gin Met Thr Gin Ser Pro Ser Tor Leu Ser Ala Ser He Gly 

IS 10 is 

Asp Arg Val Thr He Thr Cys Arg Ala Ser Gin Gly He Tyr Asn Tyr 

20 25 30 

Leu Asa Trp Tyr Gin Gin Lys Pro Gly Arg Ala Pro Gly Leu Leu He 

35 40 45 

Fhe Gly Arg Asn Leu Glu Thr Gly Val Pro Ser Thr Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr His Phe Thr Leu Thr H© Ser Ser Leu Gin Pro 
65 70 75 SO 

Gly Asp Pne Ala THr Tyr Tyr cys 
85 



<210> 34 
<211> 88 
<212> PRT 

<213> Pan troglodytes 
<220> 

<221> DOMAlKf 
<222> C24) . . . {34} 
<223> CDRI 



WWk2 002-512776 



<22L^ DOMAIN 
<222> {50) ... (66) 
<223> CDRII 



<400> 34 

Asp lie G1q Met Thx Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

15 10 15 

Asp Arg Val Thr He 5er Cys Arg Ala Serr Lo-u A^p He £er Thr Trp 

20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Alct Pro Lys Pro Leu He 

35 40 45 

Tyr Ala Ala Ser Thr Leu Pro Ser Gly Val Pro Ser Arg Phe Ser Gly 

5Q 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro 
65 7D 75 SO 

Glu Asp Ser Ala Thr Tyr Tyr Cys 
85 



<210> 35 
<211> 88 
<212> PRT 

<213> Part troglodytes 



<220> 

<221> DOMAIIT 
<222> {24) . . , (34) 
<223> CDRI 



<22I> DOMAIIT 
<;222> (50) ... (66) 
<223> CDRII 



<400> 35 

Asp lie Gin Met Thr Gin Ser Pro Ser Thr Leu Ser Ala Ser V^I Gly 

15 10 15 

Asp Arg Val Thr He Thr Cys Arg Ala Ser Gin Gly He Ser Ser Trp 
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20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pre Lys Leu Leu lie 

35 40 45 

Tyr Lys ALa Sex Ser Leu Glu Ser Gly Val Pro Ser Az~g Phe Ssr Gly 

50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Tar lie Ser Ser Leu Gin Pro 
65 70 75 80 

Asp Asp Phe Ala Thr Tyr Tyr Cys 
85 



<21Q> 36 
<211> 88 
<212> PRT 

<213> Pan troglodytes 



<22Q> 

<221> DOMAIN 
<222> (24) . . . (34) 
<223> CDRI 



<221> DOMAIN 
<222> (5D> ... (66) 
<223> CDRII 



<400> 36 
Asp He Gin Met Thr Gin Ser Pro 

1 5 
Asp Arg Val Thr He Thr Cys Arg 
20 

Leu Ser Trp Tyr Gin Gin Lys Pro 

35 40 
Tyr Tyr Ala Ser Thr Leu Gin Ser 

50 55 
Ser Gly Ser Gly Thr Asp Phe Thr 
65 70 
Glu Asp Phe Ala Thr Tyr Tyr- Cys 
85 



Ser Ser Leu Ser Ala Ser VqI Gly 

10 15 
Ala Ser Gin Ser lie Ser Asn Tyr 
25 3D 
Gly Lys Ala Pro Lys Leu Leu He 
45 

Gly Val Pro Ser Arg Phe Ser Gly 
60 

Leu Thr lie Ser Ser Leu Gin Pro 
75 80 



(67) 



WWk2 002-512776 



<210> 37 
<211> 408 
<212> DNA 

<213> Macaca cynonaolgu^ 

<22Q> 

<221> CDS 

<222> (1) . . . (408) 



<400> 37 

atg gag ttt gga ctg age tgg gtt ttc ctt gtc get att ttc aaa ggt 

Met Glu Phe Gly Leu Ser Trp Val Phe Leu Val Ala He Pile Lys Gly 
15 10 15 



48 



gtc cag tgt gaa gtg cag ttg gtg gag lcc ggg gga ggc ttg gta cag 
Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 3D 



96 



ccg ggg ggg tec ctg aga etc gec tgt gta ggc tct gga ttc gec ttc 
Pro Sly Gly Ser Lea Arg Leii Ala Cys Val Gly Ser Gly Phe Ala Phe 
35 4P 45 



144 



aga aac acc age? atg cac tgg at t cga cag act cca gga stag agg ctg 
Arg Asn Thr Arg Met His Trp lie Arg Gin Thr Pro Gly Lys Arg Leu 
50 5 5 SO 



192 



gag tgg gtg gec gac ata aag ttt gat gga agt gat ttt tac tat gta 
Glu Trp V^lX Ala Asp 11a Lys Phe Asp Gly Ser Asp Phe Tyr Tyr Val 
65 70 75 80 



240 



gac tct gtg aacj ggc cga ttc acc ate tec aga gac aac gee aag aac 
Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn 
B5 30 SS 



28& 



tec etc tat ctg gaa atg aac age ctg aga cct gat gac aca gec gtc 
Ser Leu Tvr Leu Glu Met Asn Ser Leu Arg Pro Asp Asp Thr Ala Val 



336 
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100 105 110 

tat ttc tgt gtg aga gaa tac aga gat gga ctg gat gtc tgg ggc egg 3 84 

Tyr Pile Cys Val Arg Glu. Tyr Arg Asp Gly L«u Asp Val Trp Gly Arg 

115 12G 125 

gga gtt ctg gtc acc gjtc tec tea 403 

Gly Val Leu Val Thr Val Ser Ser 
130 13S 



«;210^ 38 
<211> 381 
<212> DNA 

<213> Maccica cynomolgus 

<220^> 

<221^ CDS 

<222> (1) . (381) 

<40Q^ 38 

gtg aca get ccc aga tgg gtc ctg tec cag gtg caa ttg cag gag teg 48 

Val Tlir Ala Pro Arg Trp Val Leu Ser Gin Val Gin Leu Gin Glu Ser 
15 10 15 

ggc cca gga ctg gtg sag cct teg g»g acc ctg tec etc act tgt act 9G 
Gly Pro Gly Leu Val Lys Pro Ser Glu Ttir Leu Ser Leu Thr Cys Ttir 
20 25 30 

gtc tct ggt gac tec ate acc act gtc ttc tgg age tgg etc cgc cag 144 
Val Ser Gly Asp Ser lie Thr Thr Val Pha Trp Ser Trp Leu Arg Gin 
35 40 45 

teg cca ggg att ggg ctg gag tgg ^tt ggg aat ttt. get ggt agt act 192 
Ser Pro Gly lie Gly Leu Glu Trp lie Gly Asn Phe Ala Gly Ser Thr 
50 55 60 



(69) WWk2 002-512776 

ccg gaa scg aac tac aat ccc tec etc aag aat cga gec acc att ^ca 240 

Pro Glu Thur Asn Tyr Asn Piro Ser Leu Lys Asn Arg Ala Thr lie Ser 
65 70 75 SO 

aaa gac acg ccc acg aat caa ttt ttc ctg agg etc? acg tct gtg acc 28 8 

Lys Asp Thr Pro Thr Asn Gin Phe Phe Leu Arg Leu Tnr Ser Val Thr 
85 90 95 

gec gcg gac acg gec gtc te«c ttc tgt gcg aga gg« ggg gga g^c ggc 33 6 

Ala Ala Asp Thr- Ala Val Tyr Phe Cys Ala Arg Gly Gly Gly Ala Gly 
100 105 HO 

aac cca etc act tgg ggc cag gga gtc cag gtc acc gtc tec tea 3 81 

Asn Pro Leu Thr Trp Gly Gin Gly Val Gin. V&l Thr Val Ser Ser 
115 120 125 



<210> 39 
<211> 417 
<212> DMA 

<213> JSac&ca eynomolgus 

<220> 

<221> CDS 

<222> (1) . . . {417) 

<400> 39 

atg ggg tea act gee ate etc gec etc etc ctg get gtt etc caa gga 48 

Met Gly Scr Thr Ala lie Leu Alau Leu Leu Leu Ala Val Leu Gin Gly 
15 10 15 

gtc t<gt gee gag gtg cat ctg gtg cag tct gga gca cag gtg aaa agg 96 
Val Cys Ala Glu Val His Leu Val Gin Ser Gly Ala Gin Val Lys Arg 
20 25 30 



ccc ggg gaa tct ctg agg ate tec tgt aag act tct gga tac acc ttt 144 
Pro Gly Glu Ser Leu Arg He Ser Cys Lys Thr Ser Gly Tyr Thr Phe 



(70) WWk2 002-512776 

35 40 45 

acc gac age tgg ate age tgg gtg cgc cag atg ccc ggg aaa ggc ctg 192 

Ttir Asp Ser Trp He Ser Trp Val Arg Gin Met Pro Gly Lys Gly Leu 
50 55 60 

gag tgg atg gga aac ate tat cct ggt gat tct gat tec aga tac aac 240 

Glu Trp Met Gly Asn lie Tyr Pro Gly Asp Ser Asp Ser Arg Tyr Asn 
65 70 "75 80 

ccg tec ttc caa ggc cgc gtc act ate tea gtc gac aag tec ate agt 2 88 

Pro Ser Phe Gin GLy Arg Val Thr lie Ser Val Asp Lys Ser He Ser 
35 90 95 

acc acc tac ctg cag tgg age age ctg aag gec teg gac act gec aca 336 

Thr Thr Tyr Leu Gin Trp Ser Ser Leu kys Ala Ser Asp Thr Ala Thr 
100 105 110 

tat tac tgt gcg aag ata sat age aac tac tac age egg ttc gaa gtc 3 84 

Tyr Tyr Cys Ala Lys He Asp Ser Asn Tyr Tyr Ser Arg Phe Glu Val 
115 120 125 

tgg ggc ccc gga gtc atg gtc acc gtc tec tea 417 

Trp Gly Pro Gly Val M^t Val Thr Val Ser Ser 

130 13 5 



<210> 40 
<211> 423 
<212> DttA 

<213> Macaca cynomolgus 

<22G> 

<221> CDS 

<222> (1) , _ (423) 



<40G> 40 



(71) mWk2 002-512776 

atg aag cac ctg tgg ttc ttc etc etc ctg gtg gca get cct aga tgg 48 
Met Lys Kis Leu Trp Phe Phe Leu Leu Leu Val Ala Ala Pro Arg Trp 
15 10 15 

gtc ctg tec cag stg C5g tta cag gas teg ggc cca gga gtg gtg aag 96 
Val Leu Ser Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Val Val Lys 
20 25 30 

ccc teg gag aec ctg tec etc acc tgc act gtc tct ggt ggc tec ttc 144 
Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Phe 
35 40 45 

agt act tac tac tgg aat tgg ate egc cag ccc cca ggg aag gga ctg 132 
Ser Thr Tyr Tyr Trp Asn Trp lie Arg Gin Pro Pro Gly Lys Gly Leu 
50 55 60 

gag tgg att gga tat ate ggt ggt ggt ggt ggc cgc ccc aac tac aat 240 
Glu Trp lie Gly Tyr He Gly Gly Gly Gly Gly Arg Pro Asn Tyr Asn 
65 70 75 80 

tec tec etc aag agt cgc ate acc ctg tea eta gac gcg tec aag aac 288 
Ser Ser Leu Lys S*3r Axg Jle Thr Leu Ser Leu Asp Ala Ser Lys Asn 
65 90 95 

cag ttc tec ctg aac ctg age tct gtg acc gec gcg gac acg gee gtg 336 
Gin Phe Ser Ueu Asn Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val 
100 105 110 

tac tac tgt gec aga gat egg ggc tac ggt gec age aat gat get ttt 384 
Tyr Tyr Cys Ala Arg Asp Arg Gly Tyr Gly Ala Ser Asn Asp Ala Phe 
115 120 125 

gat ttc tgg ggc csa ggg etc agg gtc acc gtc tct tea 423 
Asp Fhe Trp Gly Gin Gly Leu Arg Val Thr Val Ser Ser 
230 135 140 



WWk2 002-512776 



<210> 41 
<212> 411 
<212> DNA 

<213> Macaca tynomolgus 

<220> 

<222> CDS 

<222> <1) . . , (411) 

atg aag cac ctg tgg ttc ttc etc etc ctg gtg gca act cct aaa tgg 4S 
Met Lys His Leu Trp Phe Phe Leu Leu Leta Val Ala Thr Pre Lys Trp 
15 10 15 

gtc ctg tec cag gtg cag ttg cat gag teg ggc cert gga ctg ctg aag 9S 
Val Leu ser Gin Val Gin Leu His Glu Ser Gly Fro Gly Leu Leu Lys 
20 25 30 

cct teg gag ace ctg tec etc acc tgc aat gtc tec ggt gac tec ccc 144 
Pro Ser Glu Thr Leu Ser Leu Thr Cys Asn Val Ser Gly Asp Ser Pro 
35 40 45 

act aag tec acg tgg aac tgg gtc cgc cag tec cca ggg aag cca ctg 192 
Thr Lye Sex Thr Trp Asn Trp Val Arg Gin Ser Pro Gly Lys Pro Leu 
50 55 60 

gaa tgg att ggfc cat gtc ggt tct ggt gga ggt ggc ccc gtt tac aac 240 
Glu Trp lie Gly His Val Gly Ser Gly Gly Gly Gly Pro Val Tyr Asn 
65 70 75 SO 



gtc ttc ttg ctcg ggt cgc gtc tec atg tct eta gac get tea aag aag 2 38 

Val Phe Leu Thr Gly Arg Val Ser Met Ser Leu Asp Ala Ser Lys Lys 
85 SO 9b 

ctt etc tec ctg gec tta gca tct gtg acc gee gee gac teg gec gtc 33 5 

Leu Leu Ser Leu Ala Leu Ala Ser Val Thr Ala Ala Asp Ser Ala Val 
100 105 110 



(73) WWk2 002-512776 

tat tac tgt gtc aga teg acg gca tta ttt teg ttg gat gtc tgg ggc 3S4 

Tyr Tyr Cys Val Arg Ser Thr Ala Leu Phe Ser Leu Asp Val Trp Gly 
L15 120 125 

C 9S <??/ a etc ctg gtc acc gtc tec tea 411 

Arg Gly Leu Leu Val Thr Val Ser Ser 
130 135 



<210> 42 
<211> 442 
<212> DKA 

<213> Macaca cynomoLgus 

<220> 

<221> CDS 

<222> (1) . . . (441) 

<400> 42 

atg gag ttg gga ctg age tgg get ttc ctt etc gtt get att tta aaa 48 

M&t Glu Leu Gly Leu Ssir Trp Val Phe Leu Leu Val Ala lie Leu Lys 
15 10 15 

ggt gtc cag tgt gac aag cag ctg gtg cag teg ggg gga ggc ttg gtc 96 
Gly Val Gin Cys Asp Lys Gin Leu Val Gin Ser Gly Gly Gly Leu Val 
20 25 30 

cag cct ggc ggg tct ctg aga etc gec tgt; gta gec tec gga. ttc ccc 144 
Gin Pro Gly Gly Ser Leu Arg Leu Ala Cys Val Ala Ser Gly Phe Pro 
35 40 45 

ttc agt gac tat tac atg agt tgg gtc cgc cag get cca ggg aag ggg 132 
Phe Sex Asp Tyr Tyr- Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly 
50 55 60 



ttg gag tgg ctt gga tta atfc aaa acc aat cct gat ggt gga acg aca 240 



(74) WWk2 002-512776 



Leu Glu Trp Leu Gly Leu lie Lys Ttir Asm Pro Asp Gly Gly Thr Thr 
65 70 75 8Q 

gat tac gcc gcg tct gtg aaa ggc aga ttt ate ate tea cga gat gat 288 
Asp Tyx Ala S&r Val Lys Gly Arg Phe lie lie Ser Arg Asp Asp 

&5 30 95 

tea aag aac tea ctg ttc ctt caa atg aac age ctg aaa acc gag gac 33 6 

5er Lys Asn Ser Leu Pile Leu Gin Het Asa Ser Leu Lys Thr Glu Asp 
100 105 110 

acg gcc gtg tat tac tgc acc aca gam gtg ttg gtg tct get att 384 

Thr Ala Val Tyr Tyr Cys Thr Thr Glu Val Leu Val Val Ser Ala He 
115 120 125 

caa etc att gga tgt ctg ggg ccc ggg gag ttg tgg tea ccc etc tct 332 
Gin Leu. lie Gly Cys Leu Gly Pro Gly Glu Leu Trp Ser Pro Val Ser 
130 135 140 

ttc cgc ttc a 342 

Phe Arg Phe 

145 



<210> 43 

<211> 407 

<212> DNA 

<213> Macaca cynomolgus 

<220> 

<221> CDS 

<222> (1) . . . (405 ) 

<400> 43 

atg aag cac ctg tgg ttc ttc etc etc ctg gtg gca get ccc aga tgg 48 

Met Lys His Leu Trp Phe Phe Leu Leu Leu Val Ala Ala Pro Arg Trp 

15 10 15 



(75) mWk2 002-512776 

gtc ctg tec cag gtg cag ttg gag gag teg ggc cca gga ctg gtg aag 96 
Val Leu Ser Gin Val Gin Leu Glu Glu Ser Gly Pro Gly Leu Val Lys 
20 25 30 

ccc teg gag acc ctg tec etc ace tgc get gtg; tct ggt ggc etc att 144 
Pro Ser Glu Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Lou II© 
35 40 45 

set gga aac tac tgg sac tgg etc egg cag tea gaa g^g sag gga ctg 192 
Thr Gly Asn Tyr Trp Asn Trp Leu Arg Gin. Ser Glu Gly Lys Gly Leu 
50 55 60 

gag tgg att ggc cat att ggt ggt agt agt ggg aac acc ggc tac aac 240 
Glu Trp lie Gly His He Gly Gly Ser Ser Gly Asn Thr Gly Tyr Asn 
65 70 "75 80 

tec get ttc gag agt egc gtc acc ttg tea aga gac acg gec aag aat 2 68 

Ser Ala Phe Glu S&r Arg Val Thr Leu Ser Arg Asp Thr Ma Lys Asn 
85 90 95 

egg ttc tec ctg asa ctg acc tct ota acc gec gca gat teg gee gtc 3 36 

Arg Phe Ser Leu Lys Leu Thr Ser Val Thr Ala Ala Asp Ser Ala Val 
100 105 110 

tat tac tgt gcg aga teg ggt ttt acc ggc acc gac ttc ttt tac tat 3 B4 

Tyr Tyr Cys Ala Arg Ser Gly Phe Thr Glv Thr Asp Phe Phe Tyr Tyr 
115 120 125 

tgg ggc ccg ggg aag tct tgg tc 407 
Trp Gly Pro Gly Lys ser Trp 
130 135 



<210> 44 
<2ll> 420 
<212> DKA 
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<213> Kacaca cyncmolgus- 



<220> 

<22X> CDS 

<222> (1) , . . (420) 



<&QQ> 4.4. 

atg aag cac ctg tgg ttc ttc etc etc ctg gtg gca get ccc aga tgg 48 

Met Lys His Leu Trp Phe Phe Lei* Leu Leu Val Ala Ala Pro Arq Trp 
15 10 15 



gtc ctg tec cag gtt caa eta cag gag teg ggc cca gga ctg atg aag 36 
Val Leu Ser Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Met Lys 
20 25 30 



cct teg gag acc ctg tec etc ace tgc get gtc tct ggt ggc tec ate 144 
Pro Ser Glu Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Ser lie 
35 4D 45 



age ggt ggt ttt ggc tgg ggc tgg ate cgt cag tec ccg ggg aag ggg 292 

Ser Gly Gly phe Gly Trp Gly Trp lie Axg Gin Ser Pro Gly Lys Gly 

50 55 50 

ctg gaa tgg att gga agt ttc tat act act act gga aat acc ttc tec 240 

Leu Slu Trp lie Gly Ser Phe Tyr Thr Thr Thr Gly Asn Thr Phe Ser 

65 70 75 SO 



aac ccc tec etc aag agt cga gtc acc att tea gcg gac acg tec aag 2S& 
Asn Pro Ser Leu. Lys Ser Arg Val Thr He Ser Ala Asp Thr Ser Lys 
85 90 95 



aac cag ttc tec ctg aga ctg acc tct gtg acc gec gcg gac acg gee 33 6 

Asn Gin Phe Ser Leu Arg Leu Thr ser Val Thr Ala Ala Asp Thr Ala 
10D 105 110 



gtt tat tac tgt gcg aga gat etc tat age age ggc tat aaa ttt tac 
Val Tyr Tyr Cys Ala Arg Asp Leu Tyr Ser Ser Gly Tyr Lys Phe Tyr 



384 



(77) 
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115 



120 



125 



tac tgg ggc cag gga guc ctg gtc acc gtc tec tea 
Tyr Trp Sly Gin Gly Val Leu Val Thr Val S^r Ser 
130 135 140 



420 



<210> 45 
<211> 98 
<212> PET 

<213> Macaca cynomolgus 
<220> 

<221> DOMAIN 
<222> (31) . . , (35) 
<223> CDRI 

<221> DOMAIN 
<222> (50) . . . (6S) 
<223> CDRI I 

<400> 45 
Glu Val Gin Leu Val Glu Ser Gly 

1 5 
Ser Leu Arg Leu Ala Cys Val Gly 
20 

Arg Met His Trp lie Arg Gin Thr 

35 40 
Ala Asp lie Lys Phe Asp Gly S©r 

50 55 
Lys Gly Arg Phe Thr lie Ser Arg 
65 70 
Leu Glu Met Asn Ser Leu Arg Pro 
85 



Gly Gly Leu Val Gin Pro Gly Gly 

10 15 
Ser Gly Phe Ala Phe Arg Asn Thr 
25 30 
Pro Gly Lys Arg Leu Glu Trp Val 
45 

Asp Phe Tyr Tyr Val Asp Ser Val 
60 

Asp Asn Ala Lys Asn Ser Leu Tyr 

75 80 
Asp Asp Thr Ala Val Tyr Phe Cys 
90 95 



Val Arg 



(78) 



<21Q> 46 
<211> 98 
<212> PET 

<213> Kacaca cynomolgus 
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<220> 

<221> DOMAIN 
<222> (31) . . .(35) 
<223> CDRI 



<221> DOMAIN 
<222> (50) . . . {66} 
<223> CDRXI 



<400> 46 

Gin Val Gin Leu Gin Glu Set Gly Pro Gly Leu val i^ys Fro Ser Glu 

1 S 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser lie Thr Thr Val 

20 2S 30 

Phe Trp Ser Trp Leu Arg Gin Ser Pro Gly lie Gly Leu Glu Trp He 

35 40 45 

Gly Asn Phe Ala Gly Ser Tnr Pro Glu Thr Asm Tyr Asn Pro Ser Leu 

50 55 60 

Lya Asn. Arg Ala 1*hr lie Ser Lys Asp Thr Pro Thr Asn Gin Phe Phe 
65 70 75 80 

Leu Arg Leu Thr Ser Val Thr Ala Ala A&p Thr Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg 



<210> 47 
<211> 98 
<212> PRT 

<213> Macaca cynomolgue 



<220> 

<221> DOMAIN 



WWk2 002-512776 



<222> (31) . • . (35) 
<223> CDRI 



<221> 

<222> (SO) . . . (66) 
<223> CDRII 



<400> 47 

Glu Val His Leu Val Gin Ser GLy Ala Gin Val Lys Arg Pro Gly Glu 

15 10 15 

Ssr Leu Arg Us Ser Cys Lys Thr Ser Gly Tyr Tftr Fhe Thr Asp ser 

20 25 30 

Trp lie Ser "Fro Val Axg Gin Met Fro Gly Lys Gly Leu Glu Trp Met 

35 40 45 

Gly Asn He Tyr Pro Gly Asp Ssr Asp Ser Arg Tyr Asa Pre Ser Fhe 

50 55 60 

Gin Gly Arg Val Thr He Ser Val Asp Lys Ser He Ser Thr Thr Tyr 
65 70 75 SO 

Leu Gin Trp Ser Ser Leu Lys Ala Ser Aap Thr Ala Thr Tyr Tyr Cys 
85 90 95 

Ala Lys 



<210> 43 

<211> 96 

<212> PRT 

^213> tfeC5ca cynomolgus 



<220> 

<221> DOMAIN 

<222> (31) . . . (35) 

<223> CDRX 



<221> DOMAIN 
<222> (50) , , - (56) 
<223> CDRII 



(80) %m2 002-512776 



<40G> 48 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Val Val Lys Pro Ser Glu 

15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ssr Phe Ser Thr Tyr 

20 25 30 

Tyr Trp Asn Trp lie Arg: Gin Pro Pro Gly Lys Gly Leu Glu Trp He 

35 40 45 

Gly Tyr lie Gly Gly Gly Gly Gly Arg Pro Asn Tyr Asn Ser Ser Leu 

50 55 60 

Lys Ser Arg lie Thr Leu Ser Leu Asp Ala Ser Lys Asn Gin Phe Ser 
65 70 75 SO 

Leu Asn Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg 



<210> 49 

<211> 93 

<212> PRT 

<213> Macaca cynomolgus 
<220> 

<221> D0M&-IKT 

<222> (31) . . . (35> 

<223> CDRX 

<221> DOMAIW 
<222> (50) . . , (66) 
<223> CDRII 

<400> 49 
Gin Val Gin Leu His Glu Ser Gly 

1 5 
Thr Leu Ser Leu Thr Cys Asn Val 

20 

Thr Trp Asn Trp Val Arg Gin Ser 
35 40 



Pro Gly Leu Leu Lys Pro Ser Glu 

10 15 
Ser Gly Asp Ser Pro Thr Lys Ser 
25 30 
Pro Gly Lys Pro Leu Glu Trp lie 
45 
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Gly His Val Gly Ser Gly Gly Gly 

50 55 
Thr Gly Arg Val Ser Met Ser Leu 
65 70 
Leu Ala Leu Ala Ser Val Thr Ala 
85 

Val Arg 



Gly Pro Val Tyr Asn Val Phe Leu 
60 

Asp Ala Ser Lys Lys Leu Leu Ser 

75 SO 
Ala Asp Ser Ala Val Tyr Tyr Cys 
90 95 



<21Q> 50 
<21L> 100 
«;212> PRT 
<213> Macaca 



cynomolgus 



<220> 

<221> DOMAIN 
<222> (31) . . . (35) 
<22l> CDRX 



<22l> DOMAIN 
<222> (50) ... (68) 
<223> CDRII 



<400> 50 

Asp Lys Gin Leu Val Gin Ser Gly Gly Gly Le^ Val Gin Pro Gly Gly 

15 10 15 

Ser Leu Arg Leu Ala Cys Val Ala Ser Gly Phe Pro Phe Ser Asp Tyr 

20 25 30 

Tyr Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Leu 

3 5 40 45 

Gly Leu lie Lys Thr Asn Pro Asp Gly Gly Thr Thr Asp Tyr Ala Ala 

50 55 60 

Ser Val Lys Gly Arg Phe lis He Ser Arg Asp Asp Ser Lys Asn Ser 
65 70 75 80 

Leu Phe Leu Gin Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 
35 90 95 

Tyr Cys Thr Thr 



(82) 



mWk2 002-512776 



IQO 

<210> 51 
<211> 98 
<212> PRT 

<213> Macaca cynomolgus 
<22D> 

<221> DOMAIN 
<222> (31) t . . (35) 
<223> CDRI 

<221> DOMAIN 
<222> (50> . . . (66) 
<223> CDRI I 



<4O0> 51 

Gin Val Gin Leu Glu Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

15 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Leu lie Thr Gly Asa 



20 



30 



Tyr Trp Asn Trp Leu Arg Gin Ser Glu Gly Lys Gly Leu Glu Trp lie 

35 40 45 

Gly Hi£ He Gly Gly S&x S^r Gly ftsn Thr Gly Tyir Asn Ser Ala Phe 

50 55 60 

Glu Ser Arg V^l Thr Leu Ser Arg Asp Thr Ala Lys Asn Arg Phe S«r 
65 70 75 80 

Leu Lys Leu Thr Ser Val Ttir Ala Ala Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg 



<210> 52 
<211> 99 
<212> PRT 

<213> Macaca cynomolgus 



(83) 
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<220> 

<221> DOMAIN 

<222> (31* _ . (35} 

<22 3> CDRI 

<221> DOMAIN 

<222> (51> ... [67\ 

<223> CDRI I 



<4D0> 52 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Met Lys Fro Ser Glu 

15 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Ser lie Ser Gly Gly 

20 25 30 

Phe Gly Trp Gly Trp lie Arg Gin Ser Pro Gly Lys Gly Leu Glu Trp 

35 40 45 

He Gly Ser phe Tyr Thr Thr Thr Gly Asm. Thr Phe Ser Asn Pro Ser 

50 55 60 

Leu Lys Ser Arg Val Thr He Ser Ala Asp Thr Ser Lys Aen Gin Phe 
65 70 75 80 

Ser Leu Arg Leu Thr Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 
95 90 95 

Cys Ala Arg 



<210> 53 
<211> 390 
<212> DNA 

<213> Macaca cynomolgus 

<220> 

<221> CDS 

<222> {!)... (390) 

etc tger 4 a 

Leu Trp 



<400> 53 

atg gac ata agg gtc ccc ctg cag etc ctg ggg etc ctg ttg 
Met Asp Tie Arg Val Pro Val Gin Leu Leu Gly Leu Leu Leu 



(84) m 

15 10 15 

etc cga ggt gec aga tgt gac ate cag atg acc cag tctrcca tec tec 
Leu Arg Gly Ala Arg Cys Asp lie Gin Met Thr Gin Ser Pro Ser Ser 
20 25 30 

ctg tct sea tct gta ggev gac act gtc acc ate act tgc egg gcg agt 
Leu Ser Thr Ser Val Gly Asp Thr Val Thr lie Thr Cys Arg Ala Ser 
35 40 45 

caa ggc att gac acg gag tta gec tgg tat cag cag aaa cca ggt aaa 
Gin Gly He Asp Thr Glu Leu Ala Trp Tyr- Gin Gin Lys Pro Gly Ly-s 
SO 55 60 

gec ccc aca etc ctg ate tct gat gec tec agg ttg cag acg ggg gtc 
Ala Pro Thr Leu Leu He Ser Asp Ala Ser Arg Leu Gin Thr Gly Val 
65 70 75 80 

tea tct egg ttc age ggc agt gga tct gga aca gat ttc act etc acc 
Ser s^3- Arg Ph© Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
8S 90 95 

ate aac age ctg cag cct gaa gat att gcg act tat tac tgt caa cag 
He Asn Ser Leu Gin Pro Glu Asp lie Ala Thr Tyr Tyr Cys Gin Gin 
100 105 HO 

gat aat agt ttt cca etc act ttc qqc gga ggg acc aag gtg gag ate 
Asp Asn Ser Phe Pro Leu Thr Phe Gly Gly Gly Tlir Lys Val Glu He 
115 120 125 



aaa cga 
Lys Arg 

130 



2002-512776 



96 



144 



13 2 



240 



288 



33S 



384 



390 



<21D> 54 
<;211^ 384 



WWk2 002-512776 



<212> DNA 

-c213> Macaca cynomolgus 



<220> 

<221> CDS 

<222> (1) . (334) 



<400> 54 

gtc ttc att tec ctg ttg etc tgg ate tct ggt gec tgt ggg gac att 48 
Val Phe lie Ser Leu Leu Leu Trp He Ser Gly Ala Cys Gly Asp He 
15 10 15 



gtg atg acc cag tct cca gac tec ctg get gtg tct ctg gga gag agg 
Val M«=t Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Arg 
20 25 30 



96 



gtc acc ate aat tgt aag tec age cag agt ctt tta tac age tec aac 144 
Val Thr lie Asn Cys Lys Ser Ser Gin Ser Leu Leu Tyr Ser Ser Asn 
35 40 45 



aat aag aac tac tta gec tg?g tac cag caa aaa cca gga cag get cct 192 

Asa Lys Asn Tyr Leu Ala Tirp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
50 55 60 

caa eta etc att tac tgg gca tct acc egg gaa tec ggg gtc cct aat 240 

Gin. Leu Leu lie Tyr Trp Ala ser Tnr Arg Glu Ser Gly Val Bra Asn 
65 70 75 80 



cga ttt agt ggc age ggc tct ggg- aca gat ttc act etc acc ate agt 283 
Arg Phe Ser Gly Star Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser 
S5 90 95 



ggc ctg cag get gaa gat gtg gca gtg tat tac tgt caa cag tat tat 
Gly Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin Tyr Tyr 
1Q0 105 HO 



335 



gat atg ccc gac agt ttt gc/e cag ggg acc aaa gtg aac ate aaa cga 



384 



(86) 



WWk2 002-512776 



Asp Met Pro Asp Ser Phe Gly Gin Gly Thr- Lys Val Asp He Lys Arg 
115 120 125 



<210> 55 
<211> 399 
<212> DHA 

<213> Macaca cyncmolgus 



<22C> 

<221> CDS 

<222> (1) , . . (395) 



<400> 55 

atg agg etc cct get cag etc ctg ggg ctg eta ttg etc tgc gtc ccc 48 
Met Axg Leu Pro Ala Gin Leu Leu Gly Leu Leu Leu L>eu Cys Val Pro 
15 10 15 



gga tec agt ggg gat gtt ctg atg act cag tct oca etc tec ctg ccc 96 
Gly Ser Ser Gly Asp Val Val Met Thr Gin ser Pro Leu Ser Leu Pro 
20 25 30 



gtc ate cct gga cag cca gec tec ate tec tgc agg tct agt eaa age 144 
Val Ho Pro Gly Gin Pro Ala Ser lis Ser Cys Arg Ser Ser Gin Ser 
35 40 45 



ctt gta cat agt gac ggg aaa acc tac ttg aat tgg tta caa cag aag 192 
Leu Val His Ser Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gin Gin Lys 
50 55 SO 



ccs ggc caa cct cca etga etc ctg att tat cag gr.t tct aac egg cac 240 
Pro Gly Gin Pro Pro Arg Leu Leu He Tyr Gin Val Ser Asn Arg His 
65 70 75 80 



tct ggg gtc cca gac aga ttc age ggc agt ggg gca ggg aca gac ttc 
Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ala Gly Thr Asp Phe 
35 90 95 



288 



(87) WWk2 002-512776 

aca ctg aaa ate age aga gtg gag act gag gat gir.fc ggg gtt tat tec 33 6 

Thr Leu Lys lie Sear Arg Val Glu Thr Glu Asp Val Gly Val Tyr Ser 

10O 105 110 



tgc gfcg caa ggt aca cac tgg ccg tgg acg ttc ggc caa ggg acc aag 3 84 

Cys Val Gin Gly Thr His Trp Pro Trp Thr Phe Gly Gin Gly Thr Lys 
115 12Q 125 



gtg gac ate aaa cga 399 
Val Asp lie Lys Arg 
13Q 



<210> 56 
<211> 384 
<212> DMA 

<213> Macaca cynomolgus 



<220> 

<221> CDS 

<222> CI J - - - (384) 



<400>- 56 

atg agg gtc ccc get cag etc ctg- ggg etc ctg ctg etc tgg etc cca 48 

Met Arg Val Pro Ala Gin Leu Lea Gly Leu Leu Leu Leu Tirp Leu Pro 
15 10 15 



ggt gee ata tgt gac att cag atg tec cag tct cca tec tec ctg tct 96 
Gly Ala lie Cys Asp lie Gin Met Ser Gin Ser Pro Ser Ser Leu Ser 
20 25 30 



get tct gtg gga gac aga gtc acc arc acc tgc egg gca egt cag ggc 144 
Ala Ser Val Gly Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Gly 
35 40 45 



ata act aat tat tta aac tgg tat cag cag aaa ccg ggg aaa gec cct 



192 



(88) %m2 002-512776 



lie Tnr Asn Tyr Leu Asia Trp Tyr Gin Gin Lys. Pro Gly Lys Ala Pro 

50 55 60 

aac etc ctg ate tat tat gca act cgt ttg gcg age ggg gtc cca tea 240 

Asn Leu Leu lie Tyr Tyr Ala Thr Arg Leu Ala Ser Gly Val Pro Ser 

65 70 lb 80 

agg ttc age ggc agt gga tct ggg teg gag tac agt etc gec ate age 2S8 

Arg Phe Sti Gly Ser Gly Ser Gly Ser Glu Tyr Ser Leu Ala He Ser 

85 90 95 

age ctg cag cct gsa gat tbb gca acc tat ttc fcgt caa Cag ggt tat 33 6 

Ser Leu Gin Pro Glu Asp Phe Ala Ttir Tyr Phe Cys Gin Gin Gly Tyr 

100 105 110 

agg gec ccc tac act ttt ggc cag ggg acc aca gtg gag ate aaa cga 384 

Arg Ala Pro Tyr Thr Pile Gly Gin Gly ?hr Thr Val Glu He Lys Arg 

115 120 125 



<210> 57 

<211> 390 

<212> DMA 

< 2 1 3 s- Macaca cynomolgus 

<220> 

<221> CDS 

<222> {390} 

<400> 57 

atg gac atg agg gtc ccc get cag etc ctg ggg etc ctg ctg etc tgg 43 

Met Asp Met ftrg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
15 10 15 

etc eta ggt gee aga tgt. gac ate cag atg acc cag tct cct tct tec 96 
Leu Leu Gly ftla Arg Cys Asp He Gin Wet Thr Gin Ser Pro Ser Ser 
20 25 30 



(89) 13312 002-512776 

ttg tct gcci cct gta gga gac aga gtc acc ate act tgc cas gcc agt 144 
Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thar Cys Gin Ala Ser 
35 40 45 

cag ggt att age aac tgg tta gcc tgg tat cag cag aaa ccg ggg aaa 132 
Gin Gly He Ser Asn Trp Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lyg 
SO 55 60 

gcc cct aag etc ctg ate tat get gca tec act ttc caa agt cjgg gtc 240 
Ala Pro Lys Leu Leu Lie Tyr Ala Ala Ser Thr Phe Gin Ser Gly Val 
65 70 75 80 

cca tea agg ttc age ggc agt gga tct ggg aca gag ttc act etc acc 288 
Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr 
85 30 35 

ate age age ctg cag cct gaa gat ttt gca act tac tac tgt caa cag 33 6 

lie Ser Ser Leu Gin Pro Glu Asp Phs Ala Thar Tyr Tyr Cys Gin Gin 
100 105 HO 

tat aat act tac cct etc act ttc ggc gga ggg acc aag gtg gag ate 384 
Tyr Asn Thr Tyr Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu lie 
115 120 125 



aaa cga 
Lys Arg 
130 



390 



<210> 58 
<211> 390 
<212> DKA 

<213> Macaca cynomolgus 

<220> 
<221> CDS 



(90) WWk2 002-512776 

<222> (L) . . . (390) 
<400> 5B 

atg gac ttg agg gcc ccc gen cat etc eta ggg etc ctg ctg etc tgg 43 

Met Asp Leu Arg Ala Pro Ala His Leu Leu Gly Leu Leu Leu Leu Trp 
15 10 15 

etc cca ggt gcc aga ggt gac ate cag atg acc cag tct cca ccc tec 95 

Leu Pro Gly Ala Arg Gly Asp lie Gin Met Thr Gin Ser Pro Pro Ser 

20 25 30 

ctg tct gcg tct gtt ggg gac act gtc agt ctt act tgt egg gca agt 144 

Leu Ser Ala Ser Val Gly Asp Thr Val Ser Leu Thr Cys Arg Ala Ser 

35 40 45 

cag cct act ggc age aat tta sat tgg ttc cag caa aaa cct ggg age 192 

Gin Pro lie Gly Ser Asn Leu Asn Trp Phe Gin Gin Lys Pro Gly Ser 

50 55 60 

ccc ccc aga etc ctg ate tac ctt gcg acc gcc ttg caa cgt ggg ate 24Q 

Pro Pro Arg Leu Leu lie Tyr Leu Ala Thr Ala Leu Gin Arg Gly He 
65 70 75 80 

ccg tea agg ttt age gcc act gga tct caa ace aat ttc act etc acg 2 8& 

Pro Ser Arg Phe Ser Ala Thr Gly Ser Gin Thx Asn Phe Thr Leu Thr 
85 30 95 

ate acc ggc ctg cag cct gag gat ttc gca act tac etc tgt ctg caa 33 5 

lie Thr Gly Leu Gin Pro Glu Asp Phe Ala Thr Tyr Leu Cys Leu Gin 

100 105 HQ 

cat act tct tac cca ttc act ttt ggc ccc ggg aca aag gtg gat ate 3 84 

His Thr Ser Tyr Pro Phe Thr Phe Gly Pro Gly Thr Lys val Asp lie 

115 120 125 



aag cga 
Lys Arg 



390 



(91) WWk2 002-512776 

130 

<210> 59 

<211> 88 

<212> PRT 

<213> Macaca cynomolgus 
<220> 

<221> DOMAIN 

<222> (24) , . . (34) 

<223> CDRZ 

^221^ DOMAIN 
<222> C50) . . . (56) 
<223> CDRII 

<400> 53 
Asp lie Gin Met Tnr Gin 

1 5 
Asp Tnr Val Tnr lie Thr 
20 

Leu Ala Trp Tyr Gin Gin 
35 

Ser Asp Ala Ser Arg Leu 
50 

Ser Gly Ser Gly Thr Asp 
65 70 
Glu. Asp lie Ala Thr Tyr 
85 

<210> 60 
<211> 94 
<212> PRT 

<213> Macaca cynomolgus 



Ser Pro S€3r Ser Leu Ser Th\x Ser Val Gly 

10 15 
Cys Arg Ala Ser Gin Gly He Asp Thr Glu 

25 30 
Lys Pro Gly Lys Ala Pro Thr Leu Leu He 

40 £5 
Gin Thr Gly Val Ser Ser Arg Phe Ser Gly 
55 00 

Ph.© Thr Leu Thr He Asn Ser Leu Gin Pro 
75 SO 

Tyr Cys 



<220> 



WWk2 002-512776 



<221> DOMAIN 
<222> (24) ... (40) 
<223> CDRI 



<221> DOMAIN 
<222> (56) ... (62) 
<223> CDRII 



^4Q0> 60 

Asp He Val Met Thx Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 

15 10 15 

Glu Arg Val Thr lie Asn Cys Lys Ser S&r Gin Ser Leu Leu Tyr Ssr 

20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 

35 40 45 

Ala Pro Gin Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 

50 SS 60 

Pro Asn Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Gly Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys 
85 90 



<210> 61 
^211> 93 
<212> PRT 

<213> Mac&ca cynomolgus 



<220> 

<221> DOMAXH 
<222> (24) .,.{39) 
<223> CDRX 



<221> DOMAIN 
<222? <54) ... (61) 
<223> CDRII 



<400> 61 



WWk2 002-512776 



Asp Val Val Met Thr Gin Ser Pro 

1 5 
Gin Pro Ala Ser lie Ser Cys Arg 
20 

Asp Gly Lys Thr Tyr Leu Asn Trp 

35 40 
Pra Arg Leu Leu lie Tyr Gin Val 

50 55 
Asp Arg Fhe Ser Gly Ser Gly Ala 
65 70 
Ser Arg Val Glu Thr Glu Asp Val 
85 



Leu Ser Leu Pro Val lie Pro Gly 

10 15 
Ser Ser Gin Ser Leu Val His Ser 
25 30 
Leu Gin Gin Lys Fro Gly Gin Pro 
45 

Ser Asn Arg His Ser Gly Val Pro 
60 

Gly Thr Asp Phe Thr Leu Lys lie 

75 80 
Gly Val Tyr Ser Cys 
90 



<210> 62 
<211> 88 
<212> PRT 

<213> Kacaca cynomolgus 



<220> 

<221> DOMAIN 

<222> (24) , - , (34) 

<223> CPRI 



<221> DOMAIN 
<222> (50) - . - (56) 
<223> CDRII 



<400> 62 
Asp He Gin Met Ser Gin Ser Pro 

1 5 
Asp Arg Val Thr He Thr Cys Arg 
20 

Leu Asn Trp Tyr Gin Gin Lys Pro 

35 40 
Tyr Tyr Ala Thr Arg Leu Ala Ser 

50 55 
Ser Gly Ser Gly Ser Gl\j Tyr Ser 



Ser Ser Leu Ser Ala Ser Val Gly 

10 15 

Ala Ser Gin Gly lie Thr Asci Tyr 

25 30 

Gly Lys Ala Pro Asn Leu Leu lie 
45 

Gly Val Pro Ser Arg Phe Ser Gly 
60 

Leu Ala He Ser Ser Leu Gin Pro 



WWk2 002-512776 



65 70 
Glu A^p Pne Ala Thr Tyr Phe Cys 
B5 



75 



80 



<210> 63 
<211> 88 
<212> PRT 

<213> Macaca cynomolgus 



<220> 

<221> DOMAIN 
*222> (2d) . . . (34) 
<223> CDRI 



<221> DOMAIN 
<222> (50) ... (56) 
<223> CDRII 



<400> S3 
Asp lie Gin Met Thr Gin Ser Pro 

1 5 
Asp Arg Val Thr lie Thr Cys Gin 
20 

Leu Ala Trp 3?yr Gin Gin Lys Pro 

35 40 
Tyr Ala Ala Ser Thr Phe Gin Ser 

50 55 
Ser Gly Ser Gly Thr Gin Phe Thr 
65 70 
Glu Asp Phe Ala Thr Tyr Tyr Cys 
85 



Ser Ser Leu Ser Ala Ser Val Gly 

10 15 
Ala Ser Gin Gly lie Ser Asn Trp 
25 30 
Gly Lys Ala Pro Lys Leu Leu 11^ 
45 

Gly Veil Pro Ser Arg Phe Ser Gly 
60 

Leu Thr lie Ser Ser Leu Gin Pro 
75 B0 



<210> 64 
<211> 88 
<212> PRT 

<213> Macaca cynoKiolgus 



WWk2 002-512776 



<22D> 

<2 21> DOM&IIf 
<222> (24) . . . (34) 
<22 3> CDRI 



<2 21> DOMAIN 
<222r> (SO) . - - (56) 
<2 2 3> CDRI I 



<4QO> 64 
Asp He Gin Met Thr Gin ser Pro 

1 5 
Asp Thr Val Ser Leu Thr Cys Arg 
20 

Leu Asn Trp Phe Gin Gin Lys Pro 

35 40 
Tyr Leu Ala Thr Ala Leu Gin Arg 

50 55 
Thr Gly Ser Gin Thr Asn Phe Thr 
65 7Q 
Glu Asp Phe Ala Tbi: Tyr Leu Cys 
85 



Pro Set: Leu Ser Ala Sex Veil Gly 

10 15 
Ala Ser Gin Pro He Gly Ser Asn 
25 30 
Gly Ser Pro Pro Arg Leii Leu He 
45 

Gly He Pro Ser Arg Phe Ser Ala 
60 

Leu Thr He Thr Gly Leu Gin Pro 
75 80 



<210> 65 
<211> 360 
<212> DMA 
<213> Rat 



<220> 

<221> CDS 

<222> (1) ... (360) 



<400> 65 

gac acg gtg ctg acc cag tct cct get ttg get gtg cot cca gga gag 4B 
Asp Thr Val Leu Thr Gin Ser Pro Ala Leu Ala Val Pro Pro Gly Glu 
15 10 15 



(96) mWk2 002-512776 

agg gtt acc gtc tec tgt agg gec agt gaa agt gtc age aca ctt ttg 96 

Arg Val Thr Val S^r Cys Arg Ala S«r Glu Ser Val Ser Thr; Phe Leu 
20 25 30 

cac fcgg tat caa cag aaa cca gga cat caa ccc aaa etc etc ate tat 144 

His Trp Tyr Gin Gin Lys Pro Gly His Gin Pro Lys Leu Leu lie Tyr 
35 40 45 



ct*a. gec tea aaa eta gaa tct ggg gtc cct gec agg ttc agt ggc ggfc 192 

Leu Ala Ser Lys Leu Glu Ser Gly Val Pro Ala Arg Phe Ser Gly Gly 

50 55 60 

ggg tct ggg aca gac ttc acc etc acc att gat cct gtg gag get gat 2 40 

Gly Ser Gly Thr Asp Phe Ttir Leu Thr He Asp Pro Val Glu Ala Asp 

65 70 75 80 

gac act get acc tat tac tgt cag cag acc tgg aat gat cct egg acg 288 

Asp Thr Ala Thr Tyr Tyr Cys Gin Gin Thr Trp Asa Asp Pro Arg THr 

85 90 95 

ttc ggt gga ggc acc aag ctg gaa ttg egg get gat get gca cca 336 

Phe Gly Gly Gly Thr Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala Pro 

100 105 110 

act gta tct ate ttc cca cca tec 360 

Thr Val Ser lie Phe Pro Pro Ser 

US 120 



<210> 66 

<211> 360 

<212> DNA 

<213> Hat 

<220> 

<2 2l> CDS 

<222> (1) . (360) 



(97) WWk2 002-512776 

<r400> 66 

gag gtc cag ctg cag cag tct gga cct gag gtt ggg agg- cct ggg tec 48 
Glu Val Gin Leu Gin Gin Ser Gly Pro Glu Val Gly Arg Pro Gly Ser 
15 10 15 

tea gtc aag att tct tgc aag get tct ggc tac acc ttt aca gat tac 96 
Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
20 25 3Q 

gtt ttg aat tgg gtg aag cag agt cct gga cag gga ctg gaa tgg ata 144 
Val Leu Asn. Trp Val Lys Gin Ser Pro Gly Gin Gly Leu Glu Trp lie 
35 40 45 

gga tgg att gat cct gac tat ggt act act gat tat get gag aag ttc 192 
Gly Trp He Asp Fro Asp Tyr Gly Thr Thr Asp Tyr Ala Glu Lys phe 
50 55 60 

aaa aag aag gec aca ctg act gca gat aca tec tec age aca gec tac 240 
Lys Lys Lys Ala Thr Leu Thr Ala Asp Thr Ser Ser Ser Thr Ala Tyr 
65 70 75 ea 

ate cag ctt age age ctg aca tct gag gec aca gec acc tat ttt tgt 288 
lis Gin Leu S^r Ser Leu Thr Ser Glu Asp Thr Ala. Thr Tyr Phe Cys 
85 90 95 

get aga tct agg aat tac gga gga tat att aat tac tgg ggc caa gga 3 36 

Ala Arg Ser Arg Asn Tyr Gly Gly Tyr He Asn Tyr Trp Gly Gin Gly 
100 105 110 

gtc atg gtc aca gtc tec tea get 360 
Val Met Val Thr Val Ser Ser Ala 
115 120 



^210> 67 
<211> 109 



(98) 



mWk2 002-512776 



<212> PRT 

<- 2 1 3 -> Pan troglodytes 
<400> 67 

Ala Val His Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

15 10 15 

Asp Ser Val Thr lie Thr Cys Arg Ala Ser Gin. Thr lie Asn lie Tyr 

20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Le\i Leu lie 

35 40 45 

Phe Asp Ala Ser lie Leu Gin Ser Gly Val Pro Ser Arg phe ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Ser Leu Thr He Arg Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala. Thr Tyr Tyr Cys Gin Cys Gly Trp Gly Thr His Pro 

85 90 $5 

Tyr Asn Phe Gly Gin Gly Thr Lys Leu Glu He Lys Arg 
100 105 

<210> 66 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<22D> 

<223> rat/ chimpanzee sequence 



<4Q0> 68 

Asp Thr Val Leu Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

15 10 15 

Asp Ser Val Thr lie Thr Cys Arg Ala Ser Glu Ser Val Ser Thr Phe 

20 25 30 

Leu His Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 

35 40 45 

Tyr Leu Ala Ser Lys Leu Glu Ser Gly Val Pro Ala Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Ser Leu Thr He Arg Ser Leu Gin Pro 



(99) WWk2 002-512776 



65 7 0 

Glu Asp Phe Ala. Thr Tyr Tyr Cys 
85 

Thr Fhe Gly Gin Gly Thr Lys Leu 
100 



75 80 
Gin Gin Thr Trp Asn Asp Pro Arg 

90 95 
Glu lie Lys Arg 
105 



<21D> 69 
<211> 128 
^212> FRT 

<213> Pan troglodytes 



<400> 69 

Glu Val Gin Leu Val Glu Sex Gly Gly Gly Val Val Gin Pro Gly Gly 

15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Phe 

20 25 30 

Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp He 

35 40 45 

Ser Leu Val Ser Trp Asp Ser Tyr Asn lie Tyr His Ala Asp Ser Val 

50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asia Ser Arg Asa Ser Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Asp Leu Arg Pro Glu Asp Thr Ala lie Tyr Phe Cys 

85 90 95 

Ala Lys Ala Asp Thr Gly Gly Asp Phe Asp Tyr Val Ser Asp Ser Trp 

100 105 110 

Arg Cys Ala Leu Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 125 



<210> 70 
<211> 118 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> rat /chimpanzee sequence 



(100) WWk2 002-512776 



<400> 70 

Glu Val GItx Lew Val Glu Ssr Gly Gly Gly Val Val Gin Pro Gly Gly 

15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ty^r Thr Phe Thar Asp Tyr 

20 25 30 

Val Leu Asn Trp Val Lys Gin Ma Pro Gly Lys Gly Leu Glu Trp lie 

35 40 45 

Gly Trp lie Asp Pro Asp Tyr Gly Thr Thr Asp Tyr Ala Glu Lys Phe 

50 SS 60 

Lys Lys Lys Ala Thr Leu Ser Ala Asp Thr Ser Arg Asn Ser Ala Tyr 
65 70 75 80 

Leu Gin Met Asn Asp L6U Arg Pro Glu Asp Thr Ala Tie Tyr Phe Cys 

85 90 95 

Ala Arg Seir Axg Asru Tyr Gly Gly Tyr lie Asn Tyr Trp Gly Gin Gly 

100 105 110 

Thr Leu Val Thr Val Ser 
115 



<210> 71 

<211> 354 

<212> DK& 

<213> Miiri ne 



<220> 

<221> CDS 

<222> (1) . . - (354) 



<400> 71 

caa gtt cag ctt caa cag tdt gga get gag ctg atg aag cct ggg gec 48 

Gin Val Gin Leu Gin Gin Ser Gly Ala Glu Leu Net Lys Pro Gly Ala 

15 10 15 



tea gtg aag ata tec tgc aag get act ggc cac aca ttc agt age tac 9 6 

Ser Val Lys lie Ser Cys Lys Ala Thr Gly Tyr Thr Phe Ser Ser Tyr 
20 25 30 



tgg ata gag tgg gta aag cag agjg cct gga cat ggc ctt gag tgg act 144 



(101) 



WWk2 002-512776 



Trp He Glu Trp Val Lya Gin Arg Pro Gly His Gly Leu Glu Trp lie 
35 40 45 

gga gag att tta cct aga agt ggt aat act aac tac aafc gag aag ttc 192 
Gly Glu He Leu Pro Arg Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe 
50 55 60 

aag ggc aag gcc aca ttc act gca gaa aca tec tec aac aca gec tac 540 
Lys Gly Lys Ala Thr Phe Thr Ala Glu Thr Ser Ser Asn Thr Ala Tyr 
65 70 75 80 

atg caa etc age age ctg aca cct gag gac tct gcc gtc tat tac fcgt 288 
Met Gin Leu Ser Ser Leu Thr Pro Glu Asp Ser Ala Val Tyr Tyr Cys 
35 90 95 

tea agt egc ggc gzc agg ggc tct atg gac tac tgg ggt caa gga acc 33 6 

Ser Ser Arg Gly Val Arg Gly Ser Met Asp Tyr Trp Gly Gin Gly Thr 
100 105 110 

teat gtc acc gtc tec tea 354 
Ser Val Thr Val Ser Ser 
115 



<210> 12 

<211> 324 

<212> DNA 

<213> Murine 

<220> 

<221> CDS 

<222> (1) . - . {324) 

<400> 72 

gar. att cag atg aec cag act aca tec tec ctg tct gcc tct ctg gga 48 

Asp lie Gin Met Thr Gin Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly 
15 10 15 



(102) !f$»2 002-512776 

gac aga gtc acc acc act tgc agg tea agt cag gac att age ant ttt 96 

Asp Arg Val Thr lie Thr Cys Arg Ser Ser Gin Asp lie Ser Asia Phe 

20 2S 30 

tta ctac Cgg tat cag cag aaa cca gat gga act gtt aaa etc ctg ate 144 

Leu Asn Trp Tyr Gin Gin Lys Pro Asp Gly Thr Val Lys Leu Leu lie 
35 40 45 

tac tae aca tea aca tta cac tea gga gtc cca tea agg ttc agt ggc 192 

Tyr Tyr Thr Ser Thr Leu His Ser Gly Val Pro Ser Arg Fhe Ser Gly 
50 55 60 

agt ggg tct gga aca gat tat tct etc acc att age aac ctg gag cast 240 

Set Gly Ser Gly Thr Asp Tyr Ser Leu Thr lie Ser Asd Leu Glu Gin 
65 70 75 80 

gaa gat att gec act tac ttt tgc eaa cag ggt aat acg ctt cct tgg 288 

Glu Asp lie Ala Thr Tyr Phe Cys Gin Glxi Gly Asn Thr Leu Pro Trp 
8S 90 95 

acg ttc ggt gga ggc acc aac ctg gaa ate aaa egg 324 

Thr Phe Gly Gly Gly Thr Asn Leu Glu lie Lys Arg 
100 105 



<21C> 73 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<22C> 

<223> murine /chimpanzee sequence 

Val Gly 
15 



<40C> 73 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser 
1 5 10 
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Asp Arg Val Thr He Thr Cys Arg 
20 

Leu Asn Trp Tyr Gin Gin Lys Pro 

35 40 
Tyr Tyr Thr Ser Thr Leu His Ser 

50 55 
Ser Gly Ser Gly Thr Asp Tyr Thr 
65 70 
Glu Asp Phe Ala Thr Tyr Tyr Cys 
85 

Thr Phe Gly Gly Gly Thr Lys Val 
100 



Ser Ser Gin Asp He Ser Asn Phe 
25 30 
Gly Lys Ala Pro Lys Leu Leu lie 
45 

Gly Val Pro Ser Arg Phe Ser Gly 
60 

Leu Thr He Ser Sair Leu Gin Pro 

75 80 
Gin Gin. Gly Asn Thr Leu Pro Trp 

90 95 
Gin lie Lys Arg 
105 



<210> 74 
<211> 118 
<212> PRT 

<213> Artificial Sequetice 
<220> 

<223> murine /chinip&nzee seqfuence 
<400> 74 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 

! 5 io 15 

Ser Val Lys Val Ssr Cys Xys Ala Ser Gly Tyr Thr Phe Ser Ser Tyr 

20 25 30 

Trp lie Glu Trp Val Lys Gin Ala Pro Gly Gin Gly Leu Glu Trp He 

35 40 45 

Gly Glu lie Leu Pro Arg Sor Gly Asn Thr Asn Tyr Asn Glu Lys Phe 

50 55 60 

Lys Gly Lys Ala Ser Phe Asn Ala Asp Thr Ser Thr Asn lie Ala Tyr 
65 70 75 80 

Met Glu Leu Thr Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

8 5 90 95 

Ser Ser Arg Gly Val Arg Gly Ser Met Asp Tyr Trp Gly Gin Gly Thr 

100 105 no 

Leu Val Thr Val Ser Ser 
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115 



<210> 75 
<211> 360 
<212> DNA 
<213> Murine 

<220> 

<221> CDS 

<=222> (1) , , < (3 60) 



<400> 75 

caa gtt cag ctt caa cag cct ggg get gag ctt gtg aag tct ggg gec 

Gin VaL Gin Leu Gin Gin Pro Gly Ala. Glu Leu VaX Lys Ser Gly Ala 
15 10 15 



tea gtg aag ctg tec tgc aag get tct ggc agt acc ttc acc age tac 96 
Ser Val Lys Lem Ser Cys Lys Ala Ser Gly Ser Thr Phe Thr Ser Tyr 
20 25 30 



tgg atg cac tgg gtg aag cag agg cct gga cga ggc ctt gag tgg att 144 
Trp Met His Trp Val Lys Gin Arg Pro Gly Axg Gly Leu Glu Trp lie 
35 40 45 



gga agg att gat cca aat agt ggt ggt act aag gat aat gag aag ttc 192 
Gly Arg lie Asp Pro Asn Sex Gly Gly Thr Lys Asp Asn Glu Lys Ph.€t 
50 55 50 



aag age aag gec sea ctg act gta gac aaa ccc tec age aca gec tac 240 
Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Pro ser ser Tar Ala Tyr 
65 70 75 80 



atg cag etc age age ctg aca cct gag gac tct gcg gtc tat tac cgc 2 83 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 



gca aga gag sec tac tat gat tec teg ttt get tac tgg ggc caa ggg 



33S 
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Ala Arg Glu Thr Tyr Tyr Asp Ser Ser Phe Ala Tyr Trp Gly Gin Gly 
100 105 110 

act ctg gtc act giic tct gca gec 3 60 

Thr Leu Val Thr Val Ser Ala Ala 
IIS 120 



<210> 76 
<2Xl> 336 
<212> DNA 
<: 2 1 3 > Murine. 



<220> 

<221> CDS 

<222> (1)...(336) 



<4Q0> 76 

gat att gtt atg act cag tct caa aaa ttc atg tec aca tea gta gga 4 8 

Asp lie Val Met Thr Gin Ser Gin Lys Phe Met Ser Thir Ser Val Gly 

1 5 10 15 



gac agg gtc age gtc acc tgc aag gec agt cag aat gtg ggt act aat 96 
Asp Arg Val Ser Va.1 Thr Cys Lys Ala Ser Gin Asn Val Gly Thr Asn 
20 25 30 



gta gec fcgg tat caa cag aaa cca ggg caa tct cct aas gca ctg att 144 
Val Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Fro £/y£ Ala Leu Xle 
35 40 45 



tac teg gca. tec tac egg tac agt g-ga gtc cct gat cgc ttc aca ggc 192 
Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly 
50 55 60 



agt gga tct ggg aca gat ttc act etc acc ate age aat gtg cag tct 240 
Sex Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Asn Val Gin Ser 
65 70 75 80 
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gaa gac tfcg gca gag tat ttc tgt cag caa tat aac age tat cct etc 288 

Glu Asp Leu Ala Glu Tyr Phe Cys Gin Glrx Tyr Asn Ser Tyr Pro Leu 
85 90 95 

acg ttc ggt get ggg acc aag ctg gag ctg aaa egg get gat get gca 336 

Thr Phe Gly Ala. Gly Thar Lys Leu Glu Leu Lys Axg Ala Asp Ala Ala 
100 105 110 



<210> 77 
<21X> 107 
<212> PET 

<;213^> Artificial Sequence 
<22D> 

<223> murine /-chimpanzee sequence 
<400> 77 

Asp lie Val Met Thr Gin Ser Pro S<ar Ser Leu Ser Ala Ser Val Gly 

15 10 15 

Asp Arg Val Thr He Thr Cys Lys Ala Ser Gin Asn Val Gly Thr Asn 

20 25 3D 

Val Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Ala leu lie 

3B 40 45 

Tyr Ser Ala ser Tyr Arg Tyx Sex Gly val Pro Asp Arg Phe Ser Gly 

SO 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser lieu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Tyr Asn Ser Tyr Pro Leu 

85 90 BS 

Thr Phe Gly Gly Gly Thr Lys Val Glu Il& Lys 
1€0 105 



<210> 78 
<211> 118 
<212> PUT 
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<213> Artificial Sequence 



<22Q> 

<223> jTiwine/chitrpanzee sequence 



<400> 78 

Gin Val Gin Leu Val Gin S<=r Gly Ala Glu Val Lys Lys Fro Gly Ser 

15 10 15 

Ccr Val Lys Val Sear Cys Lys Ala Ser Gly Ser Thr Phe Thr Ser Tyr 

2D 25 30 

Trp Met His Trp Val Lys Gin Ala Pro Gly Gin Gly Leu Glu Trp lie 

3 5 40 45 

Gly Arg He Asp Pro Asn Ser Gly Gly Thr Lys Asp Asn Glu Lys Fhe 

50 55 60 

Lys Ser Lys Ala Thr Leu Asn Val Asp Lys Ser Thr Asn lie Ala Tyr 
65 70 75 SO 

Met Glu Leu Thr Ser L^u Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Glu Thr Tyr Tyr Asp Ser Ser Phe Ala Tyr Trp Gly Gin Gly 

100 105 110 

Thr Met Val Thr Val Ser 
115 



<:210> 79 
<211> 119 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> murine /human sequence 



<400> 79 
Gin val Gin Leu Val Gin Ser Gly 

1 5 
Ser Val Lys Val Ser Cys Lys Ala 
20 

Trp Met His Trp Val Lys Gin Ala 



Ala Glu Val Lys Lys Fro Gly Ala 

10 15 
Ser Gly Ser Thr Phe Thr Ser Tyr 
25 3G 
Pro Gly Gin Gly Leu Glu Trp lie 
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35 40 45 

Gly Arg I l<s Asp Pro Asn Ser Gly Gly Thr Lys Asp Asn Glu Lys Phe 

50 55 60 

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val xyr Tyr Cys 

85 90 95 

Ala Arg Glu Thr Tyr Tyr Asp Ser Ser Phe Ala Tyr Trp Gly Gin Gly 

100 105 110 

Thr Met Val Thr Val Ser Ala 
115 

<21Q> 80 
<211> 202 
<212> PRT 

<213> Artificial Sequence 
<22Q> 

< 2 2 3 > murine /human sequence 
<40O> 80 

Asp He Val Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

15 10 15 

Asp Arg Val Thr He Thr Cys Lys Ala Ser Gin Asn Val Gly Thr Asn 

20 25 30 

Val Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Ala Leu He 

35 40 45 

Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 30 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Tyr Asn Ser Tyr Pro Leu 

85 90 95 

Thr Ph& Gly Gly Gly Thr 
100 



<21C> 81 
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<211> 11 
<212> PRT 

<213> Pan troglodytes 



<40Q> SI 

Trp Gly Gin Gly Thr Met Val Thr val Ser Ser 
IS 10 



<210> 82 
<211> 11 
<212> PRT 

<213> Pan troglodytes 



Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
1 5 10 



<210> 83 
<211> 11 
<212> PRT 

<213> Pan troglodytes 



<400> 83 

Trp Gly Pro Gly Thr Leu Val Thr Val Setrr Ser 
1 5 10 



<210> 84 
<211> 11 
<212> PRT 

<213> Psn troglodytes 



<400> S4 

Trp Gly Gin Gly He Leu Val Thr Val Ser Ser 
15 10 



<210> 85 
<211> 11 
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<212> PRT 

<213> Pan troglodytes 
<400> 85 

Trp Gly Arg Gly He Leu Val He Val Ser Ser 
15 10 

<210> 86 
<2 1I> 11 
<212> PRT 

<213> Pan troglodytes 
<400> 85 

Pbe Gly Gin Gly Thr Arg Leu Glut lie Lys Arg 
IS 10 

<210> 8? 
<211> 11 
<212> PRT 

<213> Pan troglodytes 
<400> 87 

Fhe Gly Gin Gly Thr Lys Leu Glu He Lys Arg 
15 10 

<210> 8B 

<211> 11 

<212> PET 

<213> Macaca cynomolgus 



<4.00> 88 

Trp Gly Arg Gly Val Leu Val Thr Val Ser Ser 
15 10 



<210> 89 
<211> 11 
<212> PRT 
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<213> Macaca cynomolgus 
<40O> 89 

Trp Gly Gin Gly Val Gin Val Thr Val 3er Ser 

<210> 90 
<211> 11 
<212> PRT 

<213> Macaca cynorctolgus 
<400> 90 

Trp Gly Pro Gly Val Met Val Thr Val Ser Ser 
15 10 

<210> 91 
<211> 11 
<212> PRT 

< 2 1 3> Macaca cynomolgus 
<;400> 91 

Trp Gly Arg Gly Leu Leu Val Thr Vetl Sear Ser 
15 10 

<210> 92 
<211> 11 
<212> PRT 

<213> M&caca cynoniolgus 
<400> 92 

Trp Gly Gin Gly Val Leu Val Thr Val Ser S^r 
15 10 

<21Q> 93 
<211> 11 
<ai2^ PRT 

<213> Macaca cvnomolgus 
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<400> 93 

Trp Gly Gin Gly Leu Arg Val Thr Val Ser Ser 
15 10 

<21B> 94 
<211> 11 
<212> PRT 

<213> Macaca cynomolgu^ 
<4O0> 94 

Phs Gly- Gin Gly Thr Lys Val Asp lie Lys Arg 
15 10 

<210> 95 
<211> 11 
<212> PRT 

<213> Macaca cynomolgus 
<40Q> 95 

Phe Gly Gin Gly TJir Thr Val Glu lie Lys Arg 
15 10 

<210> 96 
<211> 11 

<212> PRT 

<213> Macaca cynomolgus 
<4O0> 96 

Phe Gly Pro Gly Thr Lys Val Asp He Lys Arg 
15 10 

<21Q> 97 
<211> 11 
<212> PRT 

<213> Pan troglodytes 
<400> 97 

Phe Gly Gly Gly Tfcxr Lys Val Glu He Lys Arg 
15 10 

[Ml] l£It4 A 6 VL»7? J lE^^^tit^S 0 4 A 6 ffi^U 

WiKiiSepfiKff-^^t-^^?*^* 4 A 6 7l/-A7-^||^to 
^J:^tl±CDRs^t 0 

[B2] l£It4 A 6 VHitoT 5 y »Eyrj*^-MH"C*&o 4 A 6 @B2?!l 
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[0 3] *X ^ #l#b 9V^, SIJ^>rt^i-^ > v- V K *> J: U 1 

s^stt&j ffBB^jfcSrJfctei-ar^yBtE^M^^i-ia^io cdrh 

[0 4] *X 3 tnl#B 9 VHt, -f- > ^ y-VH^iV 

n^2ti& j mm t % itm-t & r ^ yts^ot^^^tst^^o cdr^ 
ti c d r t fflsf^ffl umm&mm'm- mw-t jtwji47WA7-^ 

wmRznzj K&mt zstm-t&T < j ss^j^^^tE^So cdr 
aep a c d r t ^K^m Lm.mffi&mmmz&w-?%> t =^m zti&yu-&y- 

pm&fr^-fo #-^#>tn*(r» L^K abat e>^ J:* fcco-cab^o 

[06] *X 3 3G9V^, £ > A> y-VH^J: V s 

en fa c d r t fflsf^ffl t^Hfe-^»'i4^ u«-r ^ t ^iBO £ "7 V - A 7 - * 



[01] 

Figuara 1 

4A6 DTVLTQSPA. LAVPPGERVT VSCK&SESVS TFUffiYQQK'P GHQP 
C1Q6G AVHMTQSPSS LSASVGDSVT ITCX&SQTTJff XVUW^YQQKP GKAP 

4A6 KLLIYUlflKL EBGVPARFSG GGSGTDFTLT IDPVEADDTA TYYC(?QTWOT 
C108G KLLIFXJAiSXI* CSGVPSRFSG SGSGTDFSLT IRSLQPEDFA TYKCQCGWGTH 



4A6 PR^FGGGT KLELKR 
C108G PYWFGQGT KLEXKR 
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[02] 

Figure 2 

4A6 EVQLQQSGPE VGRFGSSVKI SCKASGYTFT JDYVUm&k QSPGQGLEWI 
C108G EVQLVESGGG WQPGGSLRL SCAASGFTFD DFAMHWVR QAPGKGLEWI 

4A6 GWTDPDYG TTVYJkEKFKK KATLTADTSS STAYXQLSSL TSEDTATYFC 
C108G SXiVSWVSY NXYHAD&VKG RFTISRDNSR NSLYLQMNDL RPEDTAIYFC 

* 

4A6 ARSRNYGG YX JWYWG QGVMVTVS 

C108G KKAJDTGGDFD YVSDSWRC&L UYWGQGTLVTVS 



[03] 



Figure 3 



1 CDR1 

VLB 9 DIQMTQTTSS LSASLGDRVT ITCJl^Q. &ISNFLN WYQQKPDGTV 

Cmp46-3 DIQMTQSPSS LSASVGDRVT ITCJlAiSTQ GXSNYLA WYQQKFGKAP 

45 CDR2 CDK3 94 

VLB9 KL L X Y YTSTL H5GVPSRFSG SGSGTDYSLT ISNLEQEDIA TYFCQQONTI* 

Cmp46-3 KLL I Y YASRL JET.SGVPSRFSG SGSGTDYTLT ISSLQPEDFA TYYC QQYtf&N 

95 

VLB 9 P . , NTFGGGT HLEIKR 

crap46-l FGGGT KVEIKR 



[04] 



Figure 4 



1 11 21 CDRX 3 9 48 

VHB9 QVQLQQSGAE LMKPGASVKI SCKATGYTFS SYWXE* *WVK QRPGHGLEVfl 

AMP41CL18 QVQLVQSGAE VKKPGSSVKV SCKVSGGTFS TYGFB - , WVR QAFGQGLEWM 

49 QDR2 66 76 83 92 

*■ * * 

VHB9 G-EIIrF^HSG NTNYXJEKJFKQ KATFTAETSS NTAYMQLSSL TPEDSAVYYC 

AMP41CL18 GMIXP+ -XV& TVKYAQRFQG RVSINADTST NIAYMELTSL 
RSEDTAVYYC 

93 CDK3 104 



VHB9 SSRGVRGStf UYW GQGTSVTVSS 

AMP4 1 CL 1 8 ATDLTVTTNUAF DX 

AMP41CL10 W GQGTLVT VSS 
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[05] 

Figure 5 



CDR1 



VL3G9 DIVMTQSQKF MST3VGDRVS VTCKASQ. 

VK46-14 DIQMTQSPSS LSASVGDRVT XTCRASQ. 



rNVGTNVA WYQQKPGQSP 
- STSNYLS WYQQKPGKAP 



45 



CDR2 



CDR3 94 



VL3G9 KAL I YSASYR YjSGVPDRFTG SGSGTDFTLT ISNVQSEDLA EYFCQQYNSY 

VK46-14 KLTjTYYASTI* QSGVPSRFSG SGSGTDFTLT XSSLQPEDFA T YYC QJKGYQT 



95 

VL3G9 P. , LTFGAGT KLELK 

VK46-14 H. .PIFFGGGT KVEIK 



[06] 

Figure 6 



2 21 21 CDR1 39 48 

*- * * * * 

VH3G9 QVQLQQPGAE LVKSGASVKL SCKASGSTFT SYW&H- *WVK QRPGRGLEWI 

Chimp41-18 QVQLVQSGAE VKKPGSSVKV SCKVSGGTFS TYQFS+ -WVR QAFGQGLEWM 

49 CDR2 66 76 83 92 

* * * * * * 

VH3G9 GRIDF. GTKDNEKFKS KATI/TVDKPS STAYHQLSSL TSEDSAVYYC 

Chiirvp41-18 GMIXP. ~XVQ TVKYAQRFQG RVSINADTST NIAYMELTSL RSEDTAVYYC 

93 CDE3 104 

VH3G9 ARETYYU3S .FAYW GQGTLVTVS 

Chiinp41-18 AT DLTVTTN UAFDIW GQGTMVTVS 
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